CDS_0012 CDS_0014 O-antigen (VF0392) (CDS_0018)
CDS 0011 | CDS 0013 | CDS_0015 CDS_0016 aminotransferase (CDS_0017) CDS_0019

iﬁ

Station194_DCM_ALL _assembly NODE_3773_length_15558_cov_40.003225 9871:15558(+)
aminotransferase (CDS_0017) CDS_0018

Station201_SUR_ALL assembly NODE 4476 length_14749 cov_15.368994 9888:14747(+)
aminotransferase (CDS_0017)

Station193 SUR_ALL assembly NODE 4601 length_ 11978 cov_16.844502 8247:11976(+)
CDS_0001

Station175_SUR_ALL_assembly_NODE_8510_length_13115_cov_17.922358 1:3190(-)

O-antigen (VF0392) (CDS_0019) O-antigen (VF0392) (CDS_0021)
aminotransferase (CDS_0020) 22 glycosyltransferase (CDS_0023)

|
|

Station206_MES_ALL _assembly_ NODE_4352_length_19737_cov_123.935068 12156:19735(+)

O-antigen (VF0392) (CDS_0005)
aminotransferase (CDS_0006) 4 glycosyltransferase (CDS_0003) 2

-

Station210_SUR_ALL assembly NODE 6923 length 17188 _cov_5.753225 3:7982(-)

O-antigen (VF0392) (CDS_0018) thymidylate synthase (CDS_0020)

CDS_0016 aminotransferase (CDS_0019)

i%
+

Station22 SUR_ALL_assembly NODE_1747 length_16011 _cov_7.412447 10239:15967(+)

O-antigen (VF0392) (CDS_0004) thymidylate synthase (CDS_0002)
aminotransferase (CDS_0003) O-antigen (VF0392) (CDS_0001)

iﬁ
ﬂ

Station205_SUR_ALL assembly_ NODE_3257_length_14073_cov_12.820588 1:6576(-)
O-antigen (VF0392) (CDS_0002) aminotransferase (CDS_0001)

Station189_DCM_ALL assembly NODE 4710 _length 13619 cov_5.739310 2:4526(-)
€DS_0003 CDS_0001

Station72_SUR_ALL_assembly NODE_1853_length_10996_cov_3.601225 2:2499(-)
Polysaccharide capsule (VF0659) (CDS_0016)

—
Station155_MES_ALL assembly NODE_10170_length_11582_cov_6.100286 8356:11582(+)

CDS_0007 bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0002)

Station201_DCM_ALL_assembly_NODE_5615_length_13325_cov_11.048983 97:4226(-)
CDS_0002 CDS_0001

Station194_SUR_ALL assembly NODE 3631 length_ 13135 _cov_15.298318 1:4212(-)

3000 nt 1
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