
MGV-GENOME-0369929 74279:82470(+)

85 86 87 88 89 90 91 92 93
Uzume__UzuA (CDS_0094)

95 96 97

IMGVR_UViG_2576861716_000001|2576861716|2576916227 73306:81614(+)

88 89 90
transposase (CDS_0091)

92

IMGVR_UViG_2877897553_000001|2877897553|2877897554 71422:79959(+)

CDS_0082
CDS_0083

CDS_0084 CDS_0085 CDS_0089 CDS_0092 CDS_0093

IMGVR_UViG_2751185277_000002|2751185277|2751189666 70178:78472(+)

CDS_0085

TemPhD_cluster_54272 63847:72077(+)

CDS_0076

IMGVR_UViG_3300045988_144654|3300045988|Ga0495776_016376 75320:83580(+)

MIT family metal ion transporter (CDS_0084)
CDS_0089 CDS_0095

IMGVR_UViG_2751185361_000002|2751185361|2751194658 73464:77981(+)

CDS_0089 CDS_0092 CDS_0093

IMGVR_UViG_3300014614_000001|3300014614|Ga0134326_10008 73340:79541(+)

CDS_0089 CDS_0090

NC_018843.1 69766:76140(+)

CDS_0086 CDS_0087 CDS_0088

IMGVR_UViG_3300012283_000001|3300012283|Ga0122179_100031 76144:83133(+)

CDS_0092 CDS_0093 Uzume__UzuA (CDS_0094)

IMGVR_UViG_3300013827_000001|3300013827|Ga0121238_100003 74167:82009(+)

CDS_0092 CDS_0093 CDS_0094

IMGVR_UViG_2775507004_000006|2775507004|2775534412 75847:81775(+)

CDS_0099 CDS_0100

IMGVR_UViG_2718217729_000001|2718217729|2718227843 75198:81129(+)

CDS_0095
CDS_0096 CDS_0097

IMGVR_UViG_2851928055_000001|2851928055|2851928056 72119:79693(+)

CDS_0093 CDS_0096 transposase (CDS_0098)

IMGVR_UViG_2869468289_000001|2869468289|2869468293 79211:84581(+)

CDS_0101

IMGVR_UViG_2906160580_000006|2906160580|2906160601 76751:82530(+)

CDS_0091 CDS_0094

IMGVR_UViG_2731957818_000004|2731957818|2732013258 74460:79568(+)

CDS_0092

IMGVR_UViG_2916238902_000001|2916238902|2916238904 84344:92819(+)

CDS_0101 CDS_0102 CDS_0107
CDS_0108

CDS_0109
DNA methyltransferase (CDS_0110)

IMGVR_UViG_2791355287_000004|2791355287|2791388822 73145:78509(+)

CDS_0090 CDS_0091

IMGVR_UViG_3300045988_158219|3300045988|Ga0495776_017896 74076:78849(+)

CDS_0090 CDS_0091

uvig_370573 77287:85955(+)

CDS_0093 CDS_0094 CDS_0100

IMGVR_UViG_2721755802_000001|2721755802|2721801491 76482:86531(+)

CDS_0092
Uzume__UzuA (CDS_0093)

CDS_0094

uvig_393173 77085:86401(+)

CDS_0092 CDS_0093

MGV-GENOME-0369870 78806:85810(+)

CDS_0084 CDS_0086 CDS_0089 CDS_0091

IMGVR_UViG_2654587801_000001|2654587801|2654607708 72740:78434(+)

CDS_0089
CDS_0090

CDS_0092
CDS_0093

CDS_0094

CDS_0095

IMGVR_UViG_2880329822_000001|2880329822|2880329823 72269:77163(+)

CDS_0085 CDS_0087 CDS_0091

IMGVR_UViG_651324029_000003|651324029|651335178 79318:90967(+)

Uzume__UzuA (CDS_0099)
CDS_0101 CDS_0103 metal-dependent phosphohydrolase (CDS_0104) CDS_0109

uvig_315137 78917:87446(+)

CDS_0097 CDS_0098

IMGVR_UViG_2869846256_000001|2869846256|2869846257 76390:89324(+)

transposase (CDS_0098)
transposase (CDS_0099)

CDS_0100 CDS_0103 metal-dependent phosphohydrolase (CDS_0104)

IMGVR_UViG_2576861518_000001|2576861518|2576892140 84632:92988(+)

CDS_0096 phosphohydrolase (CDS_0098)

IMGVR_UViG_2690315794_000002|2690315794|2690320750 82218:93995(+)

CDS_0100 CDS_0101 CDS_0106 CDS_0107 Uzume__UzuA (CDS_0108) CDS_0115 CDS_0116

5000 nt

integration and excision moron, auxiliary metabolic gene and host takeover other unknown function Defence


