radical SAM domain-containing protein (CDS_0042)

29 endolysin (CDS_0039) PhoH-like phosphate star@ﬁon-inducible (CDS_0049) porphyrin biosynthesis (CDS_0062)
21 26 28 34 41 metallo-phosphoesterase (CDS_0048) 54 57 60
7222324 [27] | 30313233[3536 37 3840 43 4445 46 47 | 50 51 52 53] 5556] 58 59] 61 63

MGV-GENOME-0372338 23132:60110(+)

anaerobic ribonucleoside reductase large subunit (CDS_0043)
hoH-like phosphate starvation-inducible (CDS_0049)
radical SAM domain-containing protéin (CDS_0047)
radical SAM domain-containing drotein (CDS_0042)

29 endolysin (CDS_0039) ‘ ATP-dependent DNA ligase (CDS_0055)
26 28 34 41 metallo-phosphoesterase (CDS_0048) 54 57
7] |30313233[3536 37 38/40] 4445 46 | | 50 51 52 53] | 56] 58 DNA polymerase (CDS_0063)

o0 )

SAMNO0792034_al_ct62225_vs1 23132:63033(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0043)
hoH-like phosphate starvation-inducible (CDS_0049)
radical SAM domain-containing pro@\ (CDS_0047)
DnaB-like replicative helicase (CDS_0051)
radical SAM domain-containing protein (CDS_0042) ATﬂeT)endent DNA ligase (CDS_0055)
29 endolysin (CDS_0039) | FbpABC (VF0272) (CDS_0060)
4

26 28 34 1 metallo-phosphoesterase (CDS_0048) 54 57
7] |30313233[3536 37 3840 4445 46 | | 50 | 5253] | 56] 58 59 61 6263 64 65 66 67 68

Ma_2019_SRR413689_NODE_54_length_120612_cov_6.552701 23132:72364(+)

PhoH-like phosphate starvatlon inducible (CDS_0049)
radical SAM domain- conta|n|ng proteln (CDS_0047)
radical SAM domain-containing protein (CDS_0042) ‘

33 endolysin (CDS_0039) DhaB-Iike replicative helicase (CDS_0051)
28 34 36 41 metallo-phosphoesterase(CDS_6048) 54 57/
25 27 [29303132|]35] 37 3840 43 4445 46 | | 50 | 52 53] 5556[ 58

IMGVR_UViG_3300045988_149467|3300045988|Ga0495776_168669 24472:60769(+)

radical SAM domain-containing protein (CDS_0044)
radical SAM domain-containing protein (CDS_0039)
HNH endonuclease (CDS_0035)
endolysin (CDS_0036) PhoH-like phosphate starvation-inducible (CDS_0046)
tail protein (CDS_0020) 29 33 38 metaIIo-phosbhoester;azg(cDS_OO4S) 51
23 26 2728[3031 32 34| |37] 40 4142 43 | | 47 48 49 50] 52 53 54

IMGVR_UViG_3300045988_160407|3300045988|Ga0495776_168656 20860:60912(+)

PhoH-like phosphate starvation-inducible (CDS_0041)
radical SAM domain-containing protéin (CDS_0039)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS' 0035) dimethyl sulfoxide reductase DmsA (CDS_0050)
radical SAM domain-containing protein (CDS_0034) DnaB-like reblicative helicase (CDS_0043)

endolysin (CDS_0031) | | ATP-dependent DNA ligase (CDS_0047)
holin (CDS_0030) metallo-phosphoesterase (CDS_0040)
DNA primase (CDS_0045)
26 27 2829 |32 3637 38 42 | 44 [46 | 48 49 51 52 53 54 ferredoxin (CDS_0055)

uvig 453667 19447:69685(+)

PhoH-like phosphate starvation-inducible (CDS_0042)
radical SAM domain-containing pro@l (CDS_0040)
radical SAM domain-containing protein (CDS_0035) T \
anaerobic ribonucleoside reductase large subunit (CDS_0036)

endolysin (CDS_0032) | | ATP- dependentDNAllgase (CDS_0048)
34 metallo-phosphoesterase (CDS_0041)
2627 28 29 30 3133 3738 39 | | 43 44 45 46I 49 50

IMGVR_UViG_3300029393_000004|3300029393|Ga0243986_1000234 19447:59003(+)

PhoH-like phosphate star@iion-inducible (CDS_0043)
radical SAM domain-coriaﬂ\ing protein (CDS_0041)
radical SAM domain-containing protein (CDS_0036)

endolysin (CDS_0033) ATP-dependent DNA ligase (CDS_0049)
27 31 35 metallo-phosphoesterase (CDS_0042) 48 51
26128 2930 | 32[34] 37 3839 40 | | 44 45 46 47] | 50] 52 cas12f2 V-F_3(CDS_0053)

uvig 22258 20348:59692(+)
CDS_0027 CDS_0028

PED-—D-OETDEDD

uvig 256871 23125:33154(+)
CDS_0027

EDH--BCOED

uvig 335095 23593:32853(+)

CDS_0027
CD5.0028
CDS5.0029
| |T cDs.0030

MGV-GENOME-0353449 19503:33659(+)

CDS_0027
CDS_0026 | CDS 0028

EOPEOD—-D-OEDED

MGV-GENOME-0352300 19484:33766(+)

k 20000 nt 1
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