BopD (VF0362) (CDS_0001)
tail fiber protein (CDS_0063) endolysin (CDS_0066) integrase (CDS_0008) 13 15
tail protein (CDS_0062) 64 65 67 68 2 3 4 5 6 7 9 10 11 1214

5
g
]

uvig 402545 42507:12004(+)
CDS_0022 CDS_0024 CDS_0030

MGV-GENOME-0269215 13507:23596(+)

30 35
23 25 2j28 2931 34736

IMGVR_UViG_3300045988_085617|3300045988|Ga0495776_158618 15824:26067(+)

transcriptional repressor (CDS_0030)
29 32
23 24 27 28] | 3133

uvig 185884 15824:28041(+)

23 25 26]28 2931

IMGVR_UViG_3300029708_000317|3300029708|Ga0245189_100029]201808-242385 15824:25670(+)

31
27 28 29 3032

uvig_391380 15785:27757(+)

29
25 26 27 28[30

MGV-GENOME-0319318 15785:26386(+)

transcriptional repressor (CDS_0028)
30
PD-Lambda-1_ PD-Lambda-1 (CDS_0027) 29 T31 33

uvig 488461 15826:28588(+)

transcriptional regulator (CDS_0029)
Retron_VI_| HTH (CDS_0031)
27 28 | 30 3233 38

ivig 3512 15836:27882(+)

transcriptional regulator (CDS_0026)
Retron_VI_HTH (CDS_0028)
24 25 | 27 2930

|
l
|;~+

|

IMGVR_UViG_3300029563_000218|3300029563|Ga0245114_100025]|205605-244525 15836:24716(+)

transcriptional regulator (CDS_0030)
Retron_VI_HTH (CDS_0032)
29 33
27 28 | 31 [34 3839

uvig_490858_ 15782:28341(+)

transcriptional regulator (CDS_0028)
Retron_VI__HTH (CDS_0030)

25 26 | 29 [32

;
—
‘H

IMGVR_UViG_3300045988_103992|3300045988|Ga0495776_178401 15782:26764(+)

CDS_0024
CDS 0023 | CDS 0025

IMGVR_UViG_3300045988_084035|3300045988|Ga0495776_171861 13978:22680(+)
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