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IMGVR_UViG_3300045988_188172|3300045988|Ga0495776_051510[2-49486 26355:47167(+)
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IMGVR_UViG_3300045988_186546|3300045988|Ga0495776_116313|40643-89941 26355:46981(+)
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MGV-GENOME-0297745 24071:43722(+)
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IMGVR_UViG_3300045988_152373|3300045988|Ga0495776_161631 25196:43573(+)
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MGV-GENOME-0341049 24071:44358(+)
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IMGVR_UViG_2903670308_000001|2903670308|2903670308|201536-251670 25897:48796(+)
CDS_0036 CDS_0037 CDS_0038

OO ) 1 — DT

MGV-GENOME-0280943 24234:41084(+)
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integration and excision lysis tail transcription regulation unknown function



