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replication initiation protein (CDS_OOg‘ 2)
Reverse transcriptase (CDS_0034) 35 36

i

—
TemPhD_cluster_58258 31949:43522(+)

PD-T4-9_PD-T4-9_B (CDS_0041)
PD-T4-9_PD-T4-9_C (CDS_0042)
PD-T4-9__PD-T4-9_A'(CDS_0040)
38 muD-like protein (CDS_0043)
34 3536 37 | 39 | | 47

5
B}

TemPhD_cluster_58331 31329:43906(+)
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32 34 35 36 37 40

TemPhD_cluster_39613_ 32838:48781(+)

6000 nt 1

DNA, RNA and nucleotide metabolism lysis other transcription regulation unknown function Defence
— N I

Rz-like spanin (CDS_0046)
endolysin (CDS_0045)
holin (CDS_0044) |



