CDS_0029

(:DTsT_oozs
CDS_0027
L\ CDS_0031 CDS_0034 CDS_0036
DS_0030] CDS_0032 CDS_0033 CDS_0035 CDS_0037
IMGVR_UViG_3300045988_132982|3300045988|Ga0495776_187041 20978:35448(+)
CDS_0028
CDS. 0027 CDS_0036
T| cbs 0029 CDS_0035
IMGVR_UVIG_3300045988_112478|3300045988|Ga0495776_101838 20981:35538(+)
MazF-like growth inhibitor (CDS_0023) CDS_0029
CDS_ 0022 CDS_0024 CDS_0028 CDS_0030

CDS_0033

CDS_0035
CDS_0034
'|'] cps_o036

DAL ) D EDEDED !

IMGVR_UViG_3300029533_000055|3300029533|Ga0245046_100003|190347-337130 20259:43712(+)

CDS_0024
CDS_0026

CDS_0023 | CDS_0028

CDs.0025 | CDS.0029 CDS_0030

DO <A H ! A A ) Dl
uvig 571227 19011:41077(+)
CDS_0025 tail protein (CDS_0029)
CDS_0018 | cDS.0026 CDS 0027 ~ ] cDs_0030
DD <A O LD, ) )

MGV-GENOME-0374537 16781:40656(+)
CDS_0027 CDS_0028

DOUIE a 1 D A !

MGV-GENOME-0376746 20106:42150(+)

CDS_0027 CDS_0028

DO H ) U O )
MGV-GENOME-0376268 19183:41223(+)
CDS_0028

[ cps.0029 cDs 0030

DDA a ! D O !

MGV-GENOME-0376148 19357:41425(+)

CDS_0028 tail protein (CDS_0031)
CDS_0027 T CDS_0029 CDS_0032 CDS_0036
IMGVR_UViG_3300029570_000310|3300029570|Ga0244916_100006|9277-153990 21786:42031(+)
CDS_0026 tail protein (CDS_0030)
| cDs.0027 CDS_0031
IMGVR_UViG_3300029248_000285|3300029248|Ga0168696_1000027|51458-199535 21483:41753(+)
CDS_0032
CDS_0027 CDS_0028 T CDS_0033 CDS_0034
SAMNO09781714 a1 ct2911 19360:41851(+)
tail protein (CDS_0030)
ED570031
CDS_0032
| | cps_0033
MGV-GENOME-0377117 19454:42068(+)
CDS_0023 tail protein (CDS_0028)

CDS0022 CDS_0026 CDS_0029
IMGVR_UViG_3300045988_185004|3300045988|Ga0495776_187040|9701-148705 19090:40236(+)

tail protein (CDS_0027)

CDS_0028

MGV-GENOME-0375120 19438:40580(+)

tail protein (CDS_0028)

CDS_0025 CDS_0026 CDS_0029 CDS_0033
uvig_158292 18824:40057(+)
CDS_0027
CDS_OOZZ CDS_0029 CDS_0033 CDS_0034

IMGVR_UViG_3300045988_133857|3300045988|Ga0495776_166975 18686:40436(+)
AbiQ_AbiQ (CDS_0024)

cos_ooz? tail protein (CDS_0028)
CDS_0023 CDS_0029
Shkoporov_2018_SRR6128101_NODE_3_length_150104_cov_72.384534 20225:42469(+)
CDS_0019  CDS.0023 CDS_0027
| cDs_0022 CDS_0026

DDA H DD O X

MGV-GENOME-0375257 17077:40646(+)

CDS_0019 CDS_0020 CDS_0026 CDS_0027

DO 0 A )

IMGVR_UViG_3300029432_000427|3300029432|Ga0243805_100111[8030-148226 16777:41531(+)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0022)
CDS_0025 CDS_0026

DD O H ! - O

uvig 141703 15369:40043(+)

CDS_0016
T CDS_0017 CDS_0020 CDS 0021  CDS_0024  CDS_0025

A AP {0 )

MGV-GENOME-0377328 12143:40249(+)

CDS_0026
CDS_0019 | cDs.0027 CDs 0028

DO O-EHDA H ! - -

IMGVR_UViG_3300045988_135752|3300045988|Ga0495776_088988 16781:41628(+)

CDS_0026
[ cDs.0027 cDS 0028

EED-DOBH O-EHDA H ! - HO

MGV-GENOME-0374454 16781:41628(+)

CDS_0030
| cps_0031

DO H ) DO O )

IMGVR_UViG_3300045988_135286|3300045988|Ga0495776_180978 19187:41487(+)
CDS_0024 CDS_0028 CDS_0029

ED-DOD-0E HE I, N,

MGV-GENOME-0375731 16290:40828(+)
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