CDS_0101

CDS 0089 tRNA splicing ligase (CDS_0096) CDS_0100
CDS5.0088 CDS_0093  CDS_0095 CDS_0097 CDS_0099 CDS_0103
7| cDs.00% CDS_0091 CDS$ 0092  CDS 0094 CDS_0098] | CDS.0102]

MGV-GENOME-0355241 63392:70623(+)
tRNA splicing ligase (CDS_0093)

CDS_0092
CDS_0091 CDS_0094

Han_2018_ERR1398095_NODE_30_length_85792_cov_68.948097 63062:70007(+)

HNH endonuclease (CDS_0098)
tRNA splicing ligase (CDS_009 7)
89 90 94 95 96 |99 103

aaH s — }OCOEETK C—CC CEd

IMGVR_UViG_3300029326_000054|3300029326|Ga0243238_100111 63259:72692(+)

HNH endonuclease (CDS_0097)
tRNA splicing ligase (CDS_0096)
93 94 95 | 98

a&aH — XOAETX C—EC C-EEd

MGV-GENOME-0356541 63259:71227(+)

tRNA splicing ligase (CDS_0102)
98 100 101 103 104 106

& & @@ K|

IMGVR UVIG_3300045988_125720|3300045988|Ga0495776 181003 63457:70467(+)
91 94 95 96 97 9899 101102 103 104 106

a4 i X O CCEECEEEaEE e i@d&

MGV-GENOME-0355635 61976:69481(+)

93 94 95 96 97 98

a0 s X KO EECEEEEE KKK

IMGVR_UViG_3300045988_094335|3300045988|Ga0495776_151145 61976:69334(+)

HNH endonuclease (CDS_0096)
tRNA splicing ligase (CDS_0095) 101
90 91 92 93 94 \ 97 98 99 100 T102 108 109

aH ) @ @E@@Ea@E@EmTTT T EE@Ed@dE@aETC C OEEKe Kkia

IMGVR_UViG_3300045988_088912|3300045988|Ga0495776_031788 59872:70527(+)

HNH endonuclease (CDS_0095)
tRNA splicing ligase (CDS_0094)
92 93 \ 96 9798 100 102

G { X KEEKCIE E—EE@EaEC —CKdEE

uvig 574284 61391:70014(+)

HNH endonuclease (CDS_0088)
tRNA splicing ligase (CDS_0092)

Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0079) CDS_0091 CDS_0094
CDS_0080 CDS_0081 CDS 0087 CDS 0090 | CDS_0093 CDS_0095

SAMN11252267_a1_ct2529 56185:65482(+)
t 4000 nt {

DNA, RNA and nucleotide metabolism unknown function Defence
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