
IMGVR_UViG_3300045988_145635|3300045988|Ga0495776_016720 73689:90115(+)

81 82 83 84 85 86 87
UmuD-like protein (CDS_0088)

89 90 91 92 93 94

metal-dependent phosphohydrolase (CDS_0095)

96 97
DNA methyltransferase (CDS_0098)

membrane associated protein (CDS_0099)
outer membrane protein (CDS_0100)

101

TciB-like inhibition of cell division or resistance to colicin (CDS_0102)

uvig_540909 73634:89082(+)

86 89 90 91 92 93 94
metal-dependent phosphohydrolase (CDS_0095)

96 97

MGV-GENOME-0368759 69118:85056(+)

83 85 89 90 91 92 93
metal-dependent phosphohydrolase (CDS_0094)

95 96

IMGVR_UViG_2639762987_000002|2639762987|2639817750 72830:89109(+)

DNA primase (CDS_0090) 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99
tellurite resistance (CDS_0103)

104

IMGVR_UViG_2872147552_000001|2872147552|2872147553 73245:89768(+)

DNA primase (CDS_0088) 89 90 91 92 93 94
metal-dependent phosphohydrolase (CDS_0095)

96 97

IMGVR_UViG_2671181136_000006|2671181136|2671321381 77019:93208(+)

92 98 99 100
101

102 103

metal-dependent phosphohydrolase (CDS_0104)

105 106

IMGVR_UViG_2609459792_000007|2609459792|2609494612 73486:90269(+)

86 DNA primase (CDS_0091) 92 93 94 95 96 97 98
metal-dependent phosphohydrolase (CDS_0099)

100 101

IMGVR_UViG_2671180890_000002|2671180890|2671290213 74629:91014(+)

83 84 90 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99

uvig_395436 63715:80552(+)

78 79 80 81 82 83 84
metal-dependent phosphohydrolase (CDS_0085)

86 87

IMGVR_UViG_2531839524_000004|2531839524|2531906890 74336:91538(+)

90 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99

uvig_203467 73443:89168(+)

88 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99 tellurite resistance (CDS_0104)

IMGVR_UViG_3300029702_000002|3300029702|Ga0245265_100213 73430:90693(+)

91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99

IMGVR_UViG_3300045988_150464|3300045988|Ga0495776_188442 73443:88954(+)

87 88 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99

IMGVR_UViG_2648501839_000008|2648501839|2648572562 74299:92073(+)

85 90 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99

IMGVR_UViG_2645727961_000009|2645727961|2645772863 62448:80222(+)

79 80 81 82 83 84 85
metal-dependent phosphohydrolase (CDS_0086)

87 88

IMGVR_UViG_2609460125_000009|2609460125|2609535376 73465:91678(+)

89 92 93 94 95 96 97 98 99 100
metal-dependent phosphohydrolase (CDS_0101)

102 103

IMGVR_UViG_2690316068_000002|2690316068|2690337594 72507:90857(+)

84 90 91 92 93 94 95 96 97
metal-dependent phosphohydrolase (CDS_0098)

99 100

IMGVR_UViG_2574180019_000006|2574180019|2574206804 76400:93113(+)

91 97 98 99
100

101 102

metal-dependent phosphohydrolase (CDS_0103)

104 105

IMGVR_UViG_2568526230_000002|2568526230|2568558146 75827:90836(+)

92 95 96 97 98 99 100 101 102103 104
metal-dependent phosphohydrolase (CDS_0105)

106 107

IMGVR_UViG_2568526349_000001|2568526349|2568566373 75827:90836(+)

95 96 97 98 99 100 101 102103 104
metal-dependent phosphohydrolase (CDS_0105)

106 107

IMGVR_UViG_2579778725_000001|2579778725|2579807762 75827:90867(+)

93 94 95 96 97 98 99 100101 102
metal-dependent phosphohydrolase (CDS_0103)

104 105

IMGVR_UViG_2778261505_000002|2778261505|2778316137 72776:91062(+)

88 89 92 93 94 95 96 97 98 99 100
metal-dependent phosphohydrolase (CDS_0101)

102 103

IMGVR_UViG_2851938318_000001|2851938318|2851938319 83366:99610(+)

109 110 111
112

113 114 115 116

IMGVR_UViG_2737471993_000002|2737471993|2737506957 74718:90729(+)

90 91 92 93 94 95 96 97

IMGVR_UViG_2639762884_000001|2639762884|2639806320 73477:89722(+)

89 90 91 92 93 94 95 96

IMGVR_UViG_2740892442_000004|2740892442|2740985072 72655:89377(+)

93 94 95 96
97

98 99 100 101 102

uvig_542028 70988:86635(+)

89 90 91 92 93 94 95 96

IMGVR_UViG_3300045988_157471|3300045988|Ga0495776_164522 70988:85796(+)

88 89 90 91 92 93 94 95

uvig_113173 72380:87995(+)

90 91 92 93 94 95 96 97 98

MGV-GENOME-0369919 72380:87066(+)

89 90 91 92 93 94 95 96 97

IMGVR_UViG_2675903313_000009|2675903313|2675957922 75579:91844(+)

93 94 95 96 97 98 99 100 101 102

IMGVR_UViG_2693429523_000006|2693429523|2693432086 75114:91797(+)

92 93 94 95 96 97 98 99 100 101

IMGVR_UViG_2671181011_000005|2671181011|2671304447 75579:91795(+)

90 93 94 95 96 97 98 99 100 101 102

IMGVR_UViG_2778261035_000005|2778261035|2778272986 74829:91405(+)

95 96 97 98 99 100 101 102 103 104

IMGVR_UViG_3300045988_154184|3300045988|Ga0495776_141114 72006:88252(+)

89 90 91 92 93 94 95 96 97

uvig_437203 74057:90304(+)

89 90 91 92 93 94 95 96 97 98

IMGVR_UViG_2703718815_000003|2703718815|2703740835 74110:90814(+)

87 88 89 90 91 92 93 94 95 96

MGV-GENOME-4434933 74057:89375(+)

89 90 91 92 93 94 95 96 97 98

IMGVR_UViG_3300045988_155182|3300045988|Ga0495776_175119 74057:89375(+)

89 90 91 92 93 94 95 96 97 98

uvig_334354 72630:88244(+)

89 90 91 92 93 94

IMGVR_UViG_2728369103_000001|2728369103|2728397357 74492:89855(+)

88 89 90 91 92

IMGVR_UViG_2585427764_000004|2585427764|2585459100 72770:89029(+)

87 89 90 91 92 93 94

IMGVR_UViG_2585427773_000003|2585427773|2585460303 72305:88301(+)

88 89 90 91 92 93

uvig_119552 73776:89162(+)

DNA primase (CDS_0089) 90 91 92 93 94

uvig_353783 77942:92126(+)

93 96 97 98 99
100

101 102 103

uvig_350415 77540:89727(+)

94 95 96 97 98 99 100 101

IMGVR_UViG_2675903433_000022|2675903433|2675973648 74659:92452(+)

95 96
DNA primase (CDS_0097)

98 99 100
101

102
103

104 105
106

107 108 109 110

IMGVR_UViG_2681813318_000003|2681813318|2681885077 74921:91017(+)

91 92 93
94

95
96

97 98 99 100

uvig_428798 77379:93856(+)

93 94
DNA primase (CDS_0095)

96 97 98 99 100

uvig_205254 74263:91570(+)

90 91
DNA primase (CDS_0092)

93 94 95 96 97

IMGVR_UViG_2671180724_000008|2671180724|2671267468 73053:90804(+)

90 91 92 93 94 95 96 97 98
metal-dependent phosphohydrolase (CDS_0099)

100 101

IMGVR_UViG_2695420714_000006|2695420714|2695471711 73053:90715(+)

90 91 92 93 94 95 96 97 98
metal-dependent phosphohydrolase (CDS_0099)

100 101

IMGVR_UViG_2541047680_000004|2541047680|2541167551 73731:90740(+)

90 91 92 93 94 95 96
metal-dependent phosphohydrolase (CDS_0097)

98 99

ivig_1576 64064:81639(+)

82 83
DNA primase (CDS_0084)

85 86 87
88

89 90 91 92

metal-dependent phosphohydrolase (CDS_0093)

94 95

IMGVR_UViG_3300045988_157791|3300045988|Ga0495776_016412 76599:91954(+)

94
DNA polymerase III theta subunit (CDS_0095)

96 97 98 99 100 101 102

IMGVR_UViG_2711768065_000002|2711768065|2711779338 69877:81929(+)

87
DNA polymerase III theta subunit (CDS_0088)

89 90 91 92 93 94 95

uvig_257160 76550:90290(+)

89 92
DNA polymerase III theta subunit (CDS_0093)

94 95 96 97 98 99

IMGVR_UViG_2695420914_000005|2695420914|2695498498 72615:91136(+)

DNA primase (CDS_0093) 94 95 96 97 98 99 100 101102 103 104 105
penicillin-hydrolyzing class A beta-lactamase BlaZ (NF033139.1) (CDS_0106)

107

IMGVR_UViG_2706794671_000006|2706794671|2706821870 77692:93241(+)

Stf (VF0958) (CDS_0088)
CupD fimbriae (VF0927) (CDS_0089)

90
DNA primase (CDS_0093)

94 95 96 97 98 99 100 101
102

103 104 105

IMGVR_UViG_2869953405_000001|2869953405|2869953406 72484:89213(+)

81 DNA primase (CDS_0087) 88 89 90 91 92 93 94 95 96 97 98 99

IMGVR_UViG_2724679237_000005|2724679237|2724719646 74193:90440(+)

CDS_0085 CDS_0093 CDS_0094
Per (VF0190) (CDS_0095)

IMGVR_UViG_2547132418_000022|2547132418|2547273401|264038-383339 83449:100408(+)

91 DNA polymerase III theta subunit (CDS_0096)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0097)

98
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0099)

100

IMGVR_UViG_3300045988_155212|3300045988|Ga0495776_183571 64415:80581(+)

DNA polymerase III theta subunit (CDS_0077)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0078)

79
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0080)

81

IMGVR_UViG_2576861193_000004|2576861193|2576876203 71977:89869(+)

DNA polymerase III theta subunit (CDS_0084)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0085)

86
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0087)

88

IMGVR_UViG_2529292828_000008|2529292828|2529352001 76522:93009(+)

87 DNA polymerase III theta subunit (CDS_0093)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0094)

95
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0096)

97

IMGVR_UViG_2721755712_000001|2721755712|2721801320 76912:94449(+)

DNA polymerase III theta subunit (CDS_0093)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0094)

95
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0096)

97

IMGVR_UViG_2721755663_000001|2721755663|2721801215 78347:95682(+)

84 DNA polymerase III theta subunit (CDS_0089)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0090)

91
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0092)

93

IMGVR_UViG_2778261571_000004|2778261571|2778324414 70069:88188(+)

DNA polymerase III theta subunit (CDS_0087)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0088)

89
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0090)

91

IMGVR_UViG_2744054962_000001|2744054962|2744106164 74094:90999(+)

90 95 96 97
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0098)

99

IMGVR_UViG_2744054963_000001|2744054963|2744106252 74094:90169(+)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0095) CDS_0096
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0097)

CDS_0098

7000 nt
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