toxin-antitoxin system HicB-like (CDS_0022)
holin (CDS_0020)

CDs_oo18T integrase (CDS_0025)
CDs_0016 CBS,OO}9 CDS_0023 CDS_0026
CDS_0014 CDS_0015 CDS_0017 | CDS_0021| CDS_0024 "] cDs_0027
MGV-GENOME-0178399 12891:22575(+)
endolysin (CDS_0022) transcriptional repressor (CDS_0023)
MGV-GENOME-0171649 12905:23428(+)
endolysin (CDS_0021)
CDS_0022
CDS_0016 T CDS_0023
MGV-GENOME-0161598 12870:22031(+)
endolysin (CDS_0021) toxin (CDS_0028)
22 23 24 25 26 27 T toxin-antitoxin system HicB-like (CDS_0029)
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uvig 131818 12912:25813(+)

endolysin (CDS_0020)
21 22 23 anti-repressor (CDS_0024)
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MGV-GENOME-0174119 12901:23785(+)

CDS_0017
CDS_0019
DS_0018  anti-repressor (CDS_0020)

A HOPD -G

MGV-GENOME-0148228 10265:20259(+)

CDS_0022 anti-repressor (CDS_0024)
CDS_0015 CDS_0023

i X HOMPDI-OLO{TOH{O{

MGV-GENOME-0166884 12908:22760(+)

CDS_0018
CDS_0020
tail length tape measure protein (CDS_0012) CDS_0013 DS_7001? anti-repressor (CDS_0021)

I M HDOWH-E@ DD {00

MGV-GENOME-0162900 7642:22204(+)

DNA methyltransferase (CDS_0022)
toxin (CDS_0026)
21 23 2425 T toxin-antitoxin system HicB-like (CDS_0027)

A

MGV-GENOME-0178736 12888:24475(+)

DNA methyltransferase (CDS_0022)
toxin (CDS_0026)
16 21 23 2425 T toxin-antitoxin system HicB-like (CDS_0027)

A

Ma_2019_SRR413696_NODE_872_length_24477 cov_5.180084 12888:24475(+)

endolysin (CDS_0021) toxin (CDS_0029)
2223 24 25 26 2728 [toxin-antitoxin system HicB-like (CDS_0030)

O

MGV-GENOME-0195294 12882:26270(+)

t 5000 nt {

head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function



