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12 13

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0014)
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AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0014)
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AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0014)
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Kiwa__KwaA (CDS_0015)

16 17
transposase (CDS_0018)

transposase (CDS_0019)

20 21 Doc-like toxin (CDS_0022)
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19 20 Doc-like toxin (CDS_0021)
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AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0028)
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PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NF007456.1) (CDS_0038)
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acetyltransferase (CDS_0040)

chloramphenicol/florfenicol efflux MFS transporter FexB (NF040856.1) (CDS_0041)
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