glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0007)
anti-CRISPR-Cas (AcrIIAil) (CDS_0001)
transcriptional repressor (CDS_0010)
transcriptional regulator (CDS_0009)

integrase (CDS_0005) DNj‘A t:ransposition protein (CDS_0012)
2 transposase (CDS_0011)
I3 4 6 18 || | 13
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uvig 448776 1:10570(+)

DnaC-like helicase loader (CDS_0002)
excisionase (CDS_0003)
excisionase (CDS_0006)
4 571 7 8 9 10 11 12

1

uvig 328139 1:17717(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
AAC(6')-I family aminoglycoside 6'-N-acetyltransferase (NFO33151.0) (CDS_0044)
transcription antiterminator (CDS_0040)T
aminotransferase (CDS_0042)
34 35 36 37 38 39 | 41 43 | 45

:vig,71154 23712:41103(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0032)
holin (CDS_0030) 36 37
2931 | 34 35][ 38
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MGV-GENOME-0251005 21399:31754(+)

CDS_0034
| cDs.0035 CDS 0036 CDS 0037
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ivig 2165 21363:36329(+)

metal Io—phosphoggrase (CDS_0036)
HNH endonuclease (CDS_0035) RNA 2'-phosphotransferase (CDS_0042)
34 | 37 38 394041 [43 44 45
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uvig_285606 21399:41373(+)

DNA polymerase (CDS_0035) single strand DNA binding protein (CDS_0045)
36 transposase (CDS_0039) 46
34 137 38 40 41 42 43 44 | 4748
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uvig 465858 21363:42967(+)

MazEF_MazF (CDS_0047)
DNA polymerase (CDS_0042)
37 integrase (CDS_0051)
36 44 48 50
34735ﬂ§8 394041 | 43[ 45 46 ‘Tzﬂ 52 53 54
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uvig_235900 21363:42339(+)
Acylhomoserine lactone synthase (VF0907) (CDS_0046)

Type IV pili (VF1198) (CDS_0039) Type IV pili (VFO731) (CDS_0050)
36  ATP-dependent protease (CDS_0041) 47
3435[37 38 | 40 42 43 44 45 T4849 5152
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uvig 242483 21399:44857(+)
amidoligase enzyme (CDS_0039) metal-dependent phosphohydrolase (CDS_0047)
transposase (CDS_0041)

fransgosase (CDS_0042)
34 353637 38 |40 | 43 44 45 46 48 49 50 51 5253
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uvig 227340 21141:46704(+)

Lamassu-Fam_ LmuC_acc_hypothetical (CDS_0041)
Lamassu-Fam_ LmuB_SMC_Mrr (CDS_0042)
transcriptional repressor (CDS_0050)
DNA invertase (CDS_0048)

Druantia_ll_DruM (CDS_0035) integrase (CDS_0049)
MADS_ mad1 (CDS_0034) endonuclease (CDS_0039) 45 47
\ 36 37 387 40 | 43 44 [46] 51 52 53
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uvig 233158 21363:46555(+)
Serine-threonine phosphatase stp (VF0787) (CDS_0048)

44 47
343536 37 38 39 40 41 42 43714546 | 49 50 51 525354 55 56

- — -
Ma_2019_SRR341594_NODE_114_length_63720_cov_2.741930 21380:58575(+)

terminase small subunit (CDS_0041)
head-tail adaptor Ad1 (CDS_0047)
head closure Hc1 (CDS_0048)
terminase large subunit (CDS_0042) ‘

38 \ tail terminator (CDS_0050)
36 [ 39 head maturation protease (CDS_0045) 53
343537/ 40| | 4344 | 46 ||49| 51527 54

—
MGV-GENOME-0300032 21105:41485(+)
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