partition protein (CDS_0027)

CDS0020  CDS_0023 DNA helicase (CDS_0030)
&Ds_0021 CDS_0024  CDS_0026 CDS_0028
| CDS.0022 | [CDS 0025 | [cDs.0029 CDS_0031

uvig 203045 13476:25353(+)

tail protein (CDS_0023) CDS_0025
CDS_0024]

I+

Ma_2019_SRR413676_NODE_593_length_37117_cov_10.529626 13099:25326(+)
CDS_0024 CDS_0025 CDS_0026

IMGVR_UViG_3300029876_000187|3300029876|Ga0245325_100806 13101:28614(+)

Reverse transcriptase (CDS_0025)
CDS_0024 CDS_0026

uvig 292553 13092:23510(+)

Reverse transcriptase (CDS_0026)
tail protein (CDS_0024) CDS_0025 CDS_0027

uvig_151093 13099:27292(+)

CDS_0026
tail protein (CDS_0024) CDS_0025 | CDS_0027

uvig_308180 13097:26307(+)

RT_II-AM_III-B_2 (CDS_0027)
DRT_2_ drt2 (CDS_0026)
tail protein (CDS_0024) 25 28 31

uvig 533096 13090:28165(+)

Reverse transcriptase (CDS_0026)
23 24 25 27

=
©

‘«
#

uvig_179464 12671:25517(+)

DnaC-like helicase loader (CDS_0032)
transposase (CDS_0031)
24 25 26 2728 29 30 | 33

uvig_176765 13098:34611(+)

radical SAM domain-containing protein (CDS_0033)
radical SAM domain-containing protein (CDS_0032)
26 29 35
24 25]2728] 30 31 34 36

|
%

uvig 197389 13098:31831(+)

radical SAM domain-containing protein (CDS_0032)
radical SAM domain-containing protein (CDS_0031)
28 ‘ 34
24 252627] 29 30 33 [35

;%

uvig_209967 13098:31654(+)

radical SAM domain-containing protein (CDS_0037)
radical SAM domain-containing protein (CDS_0036)
28 39
24 25 26 27 |BREX_brxC4 (CDS_0029) 30 31 32 33 34 35 38 [40

§4

IMGVR_UViG_3300029588_000366|3300029588|Ga0245111_1000305[13928-69661 13098:43924(+)

integrase (CDS_0028)
CDS_0024 CDS_0027 CDS_0029

uvig 174077 13093:22742(+)

10000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function Defence
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