deoxynucleoside monophosphate kinase (CDS_0005)
CDS_0004
CDS_0003
CDS_0001 CDS 0002 || | CDS 0006

uvig 155206 2:8855(+)
CDS_0078

uvig_589332 45754:59305(-)
CDS_0001

vig 86506 2:7545(+)
CDS_0067 CDS_0066

uvig_377536 36944:60007(-)
CDS_0001 CDS_0002

uvig_11133 3:12414(+)
CDS_0001 CDS_0002

uvig 142762 2:12953(+)

CDS_0074
CDS_0076 CDS_0075 CDS_0073 endonuclease (CDS_0068)
Wig 59467 43385:61150()
CDS_0001 ATPase (CDS_0006)
L —
Uvig_16056 2:6337(+)
1 2 3 4 56 7 8 9 10 11

N
w
I
(S
o
~N
[ee]
0
=
o

1 2 3 4 5 6 7 8 9
— Y — r"| T " ———“jp —— ———————— ] — —]
uvig_24936 2:35259(+)
92
99 98 97 96 959493 T 91 90 89 88 87

MGV-GENOME-0363001 52440:95704()

endonuclease (CDS_0001)
T2 3 4 5 6 7 8

e ————————
wig 50281 2:32234(+)

10000 nt 1

DNA, RNA and nucleotide metabolism other unknown function
I I



