baseplate hub subunit and tail lysozyme (CDS_0093)

PAAR motif of membran proteins (CDS_0086) exonuclease recombination-associated (CDS_0092)
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CDS_0092 CDS 0093 tail protein (CDS_0098)
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DNA methyltransferase (CDS_0088)

EECEEEHTD{ X — K K KK K 4 l

TemPhD_cluster_45548 73854:85493(+)

queuine tRNA-ribosyltransferase (CDS_0095)
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IMGVR_UViG_648276708_000003|648276708|648298247 76380:87453(+)

queuine tRNA-ribosyltransferase (CDS_0086)
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DNA methyltransferase (CDS_0089)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function



