metal-dependent phosphohydrolase (CDS_0064)
cas12f2_V-F_2 (CDS_0059)
tra n;;%sase (CDS_0060)
transposase (CDS_0062)
methyltransferase (CDS_0049) 58

recD_IV-D_1 (CDS_0043) 50 5557 66
42| 44 45 46 47 48 | [5152 5354 [56 61| 63| 6567
MGV-GENOME-4433114 30755:61674(+) =
methyltransferase (CDS_0047)
48 51 55
45 46 | [4950]52 53 54 56 58
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MGV-GENOME-4432596 29632:54943(+)
methyltransferase (CDS_0047)
4850
45 46 | [49 51 55 56
), R e S U
MGV-GENOME-4432048 30603:51791(+)
RM_Type_lIG_Type_IIG__Type_IIG_FAM_0.einsi_trimmed (CDS_0049)
DNA binding protein (CDS_0048)
HNH e:ndonuclease (CDS_0052)
methyltransferase (CDS_0045)
46 51
44 | T47 50| | 53 54 55
MGV-GENOME-4432763 29235:56329(+)
methyltransferase (CDS_0046)
47
45 | [484950 51 52 53
MGV-GENOME-4432879 29923:55444(+)
methyltransferase (CDS_0047) 59
4850 53 60
46 | [49]51 52 [545556 57 58|61 62
MGV-GENOME-4433231 30577:61966(+)
CDS_0049
CDS_0048
CDS_0047 || transposase (CDS_0050)
MGV-GENOME-4431794 30754:49182(+)
homing endonuclease (CDS_0053)
methyltransferase (CDS_0045) 67 70
46 50 56 60 63 65 68 71
44 | ]4748 49 [5152 54 555758 59 [6162 64 [66]69|]72737475 76
MGV-GENOME-4434892 29420:76643(+)
HNH endonuclease (CDS_0054) dCMP deaminase (CDS_0069) RNA-binding protein (CDS_0088)
methyltransferase (CDS_0045) 5T9 6T6 Druantia_|__DruB (CDS_0085)
46 50 53 60 64 6770 73 75 77 79 82 90 93
44 | 4748 49]5152] |55 56 57 58 []6162 63 [65/68]7172[ 7476 [78] 80 81 |83 84 86 87 | 89]9192 94
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MGV-GENOME-4435191 29235:93892(+)

dCMP deaminase (CDS_0067) RNA-binding protein (CDS_0087)
methyltransferase (CDS_0047) 64 Druantia_l__DruB (CDS_0084)
48 5052 54 57 59 626568 71 73 75 78 81 89 92
46 | [4951/53[5556 | 58] 6061 [63/66 [ 6970[ 72 [74 [76 77]79 80 |82 83 85 86 | 88] 909193

—
MGV-GENOME-4435100 30304:87427(+)

dCMP deaminase (CDS_0079)
RNA-binding protein (CDS_0088)

RM_Type_lIG__Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0052) Druantia_l__DruB (CDS_OWAU
"HNH endonuclease (CDS_0058) | 82
methyltransferase (CDS_0046) 55 SOL
47 50 54] 57 62 66 69 71 73 75 78] 83 90 93
45 | [4849]51 53{55 59 60 61163 64 65] 67 6870 72[ 7417677 1|81 | 858687 | 89] 91 92 94
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MGV-GENOME-4435132 29614:89507(+)

dCMP deaminase (CDS_0079)
RNA-binding protein (CDS_0087)

RM_Type_lIG__Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0052) Druantia_l__DruB (CDS_OM
'HNH endonuclease (CDS_0058) ‘ 82
methyltransferase (CDS_0046) 515 SOL
47 50 54| 57 62 66 69 71 73 75 78 3 89 92
45 | 4849 |51 53{5,5 19 60 6163 64 65] 67 68]70[ 72[74]76771|84] | 85 86 | 88] 909193

—
MGV-GENOME-4435135 29614:89598(+)

RNA-binding protein (CDS_0060)
cas12f2_V-F_2 (CDS_0067)

66

46 48 50 53 62 65

4445(47 [49]51 52 [54 55 5657 58 59 | 61] 63 64| 68

MGV-GENOME-4434539 29255:69845(+)

Druantia_|__DruB (CDS_0053)
47 50 RNK—binding protein (CDS_0056)
46 148 49 ]51 52 | 5455 [ 5758

—
MGV-GENOME-4433157 30446:61316(+)
20000t ——mmmm
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