anti-repressor Ant (CDS_0035)

endolysin (CDS_0031) CDS_0039
holin (CDS_0030) CDS_0038
CDS_0029 CDS_0034 CDS_0037
CDS_0027 CDS_0028 CDS_0032 CDS.0033 | €DS.0036 |CDS_0040

uvig 515627 19668:28441(+)
CDS_0032

MGV-GENOME-0230833 19668:26963(+)

DNA binding protein (CDS_0031)
CDS_0032 CDS_0039

;

MGV-GENOME-0230293 21832:26721(+)
31 32 33 34 35

IMGVR_UViG_7000000289_000344|7000000289|SRS024331_LANL scaffold_26124(3-35110 19668:29724(+)

CDS_0033
CDS.0031 CDS 0032 | CDS 0034

IMGVR_UViG_3300045988_038258|3300045988|Ga0495776_154490 19668:28494(+)

Mycobactin (VF0299) (CDS_0032)
minor tail protein with lysin activity (CDS_0031) 3 34 35 36

i+

IMGVR_UViG_3300008260_000365|3300008260/Ga0114292_100094(44484-82584 19668:32717(+)
PD-T4-9_PD-T4-9_C (CDS_0034)35 36 integrase (CDS_0037) 38 39 46

OTU_3124 20041:30440(+)

Mycobactin (VF0299) (CDS_0039)
Druantia_ll__DruM (CDS_0033) integrase (CDS_0041)
32 343536 37 38 40 42 43 47 48

]
i
|

IMGVR_UViG_3300045988_110008|3300045988|Ga0495776_165441 19263:36567(+)

CDS_0031
| cDs_0032

—
MGV-GENOME-0279269 19579:26630(+)

6000 nt 1
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