portal protein (CDS_0004) CDS_0007

CDS_0003 cbs_0009
CDS_0002 CD5_0008
CDS_000T | CDS_0005 CDS_0006 CDS_0010 CDS_0011

MGV-GENOME-0270624 1:22058(+)

CDS_0005 CDS_0011

MGV-GENOME-0268881 1:22246(+)
CDS_0004 CDS_0006

MGV-GENOME-0229270 1:14211(+)
DarB-like antirestriction (CDS_0006)

MGV-GENOME-0249540 1:17704(+)

CDS_0007
CDS_0006 | CDS_0008

MGV-GENOME-0223726 1:10512(+)
CDS_0005 CDS_0006

MGV-GENOME-0273075 1:19201(+)
CDS_0006  CDS_0007

MGV-GENOME-0226824 1:11046(+)
DarB-like antirestriction (CDS_0006) CDS_0007

<
Q
<

(9]
m
z
o
<
m

o
[N)
N
N
~
iy
o
=
Y
N
o
o
=

(+)
CDS_0005 CDS_0006

<
5]
s
()
m
z
o
<
m
(e}
IN)
o
@
o
©
w
N
5N
~
&}
N
N

)
CDS_0005  CDS_0006

<
Q
<
(9]
m
z
o
<
m
o
]
£
(&)
N
=
=
o
]
0
=
T

)
CDS_0006

<
Q
5
o
@
z
o
<
m
o
)
N
~
@
=
o
a
=
o
®
)
)

(+)
CDS_0005 CDS_0006

MGV-GENOME-0225323 1:10446(+)
CDS_0005 CDS_0009

MGV-GENOME-0226545 1:10995(+)
CDS_0006 CDS_0007

MGV-GENOME-0258534 1:16180(+)
DNA methyltransferase (CDS_0008)

11
10
6 719[112 13
O ETTTTTTTHDINEDOMWD

MGV-GENOME-4411725 1:13915(+)

DNA methyltransferase (CDS_0007)
810
DarB-like antirestriction (CDS_0005) 69711 12

i—i

MGV-GENOME-0297875 1:23777(+)

DNA methyltransferase (CDS_0011)
12
9 14
5 67810| 19 15 16

i

uvig 63846 1:16195(+)

replication initiation protein (CDS_0007)
DNA methyltransferase (CDS_0014)
15
12 17
89101113| 14 18 19

i

MGV-GENOME-0260063 1:16449(+)

DNA methyltransferase (CDS_0016)
15|17
10 1214 | [ 19
6 7 8 9 [11Ad] | 1820

I

MGV-GENOME-0312821 1:28966(+)

DNA methyltransferase (CDS_0015)
14|16
1012 18
6 7 8 9[1]13 | 17 19

i%

MGV-GENOME-0309954 1:27920(+)

radical SAM domairwrotein (CDS_0010)
radical SAM domain protein (CDS_0011)

13
6 789 | |12]14 15
COKICKEDN-DENEEOMWD

MGV-GENOME-4408832 1:11978(+)

radical SAM domain protein (CDS_0011)
10 13
789 | 12/ 14 15

|
4‘

MGV-GENOME-0262873 1:16951(+)

radical SAM domain protein (CDS_0010)
DarB-like antirestriction (CDS_0006) 789 11

|
%

MGV-GENOME-0281044 1:20436(+)

CDS 0007
DarB-like antirestriction (CDS_0005) CDS_0006

MGV-GENOME-0293378 1:22477(+)

DarB-like antirestriction (CDS_0006)
\ 78910 11

MGV-GENOME-0259926 1:16427(+)

CDS_0007
DarB-like antirestriction (CDS_0006) | CDS 0008

MGV-GENOME-0244728 1:13902(+)

CDS_0007
DarB-like antirestriction (CDS_0006) T CDS_0008

MGV-GENOME-0258322 1:16153(+)

CDS_0006
CDS_0005 T cDs_0007

MGV-GENOME-4412034 1:14128(+)

~

6 B9 10

MGV-GENOME-0266383 1:17576(+)
1T3
14
6 7 89 101112[15

MGV-GENOME-4410172 1:12934(+)

radical SAM domain protein (CDS_0008)
11 13
1 14
DarB-like antirestriction (CDS_0005) 67 | 9]| 12|15

|
4‘

MGV-GENOME-0294015 1:23162(+)

cysH_IV-B_1(CDS_0008)
14
1012 15
DarB-like antirestriction (CDS_0006) 7 | 9]1113] 16

i

MGV-GENOME-0302157 1:24511(+)
cysH_IV-B_1 (CDS_0007)

1T3
;4
1012
6 89 Tu1l|| 15
O HOODIWEDID
MGV-GENOME-0254150 1:15443(+)
17
18

12 1416
DarB-like antirestriction (CDS_0006) 7 8 9 1011 [13[15]]| 19

MGV-GENOME-0285770 1:21332(+)
16

17
11 1315
18

5 67 8 910 [12]14]

MGV-GENOME-0292413 1:22634(+)
10 14
1215
6 78 9 113[16

w

MGV-GENOME-0313449 1:29217(+)
13

1114

5 6 78 9 1012115

MGV-GENOME-0313167 1:29104(+)

13
11
5 6 78 9 101214

MGV-GENOME-0312407 1:28807(+)

kinase (CDS_0010) 14
1215 17
5 6 78 9 1113]16]18

|
:

MGV-GENOME-0319512 1:32273(+)
15

16
10 1214
17

5 6 78 9 [11f1]]

MGV-GENOME-0312179 1:28717(+)

19
20
12 14 1618
5 6 78 9 1011]13[15}7 | 21

MGV-GENOME-0322142 1:31595(+)
16

17
11 1315
18

5 6 78 9 10[12[14|

MGV-GENOME-0313259 1:29141(+)

19
20
14 1618
5 6 78 9 10 111213 [15[17]|| 21

MGV-GENOME-0321096 1:32703(+)
18

19
13 1517
20

5 6 78 9 10 1112 [14[14|

MGV-GENOME-0320082 1:32201(+)

17
18
12 1416
78 9 1011 [13[a5 || 19

w
o

MGV-GENOME-0318027 1:31219(+)
17

=]
©

12 1416
5 6 78 9 1011 135|119

MGV-GENOME-0318012 1:31215(+)
17

18
12 1416
19

5 6 78 9 1011 [13)1|

MGV-GENOME-0316735 1:30643(+)

20
21
10 12 15 1719[

5 6 78 9] 11 [1314 [16[1g|| 22

MGV-GENOME-0319373 1:31864(+)
13

-

14

1012
6 7 89 11| 15

w

MGV-GENOME-0293511 1:23047(+)
1Y2
10 13
678911114

w

MGV-GENOME-0289985 1:22266(+)
15

16
10 1214
17

6 789 [111]]

w

MGV-GENOME-0311517 1:28470(+)

21
22
11 16 1820
6 7 89 10] 12 13 1:115T177T1;}TJ§

MGV-GENOME-0323181 1:33754(+)

21
22
11 16 1820
DarB-like antirestriction (CDS_0006) 7 89 10[1213 1415 [17[19]] | 23

MGV-GENOME-0319767 1:32070(+)

21
22
11 16 1820
DarB-like antirestriction (CDS_0006) 7 89 10] 12 13 1415 TgT@TJ 23

MGV-GENOME-0323462 1:33889(+)

21
22
11 13 16 1820
DarB-like antirestriction (CDS_0006) 7 89 10] 12 [1415 TgT@TJ 23

MGV-GENOME-0321571 1:32924(+)

DEDDh_IIIIIIV_V_VI_1(CDS_0016) 26
DNA methyltransferase (CDS_0014) D7
11 17 212325
DarB-like antirestriction (CDS_0006) 7 89 10| 12kinase(CDS.0013)| 15 | [1819 20 [22[24|| 28
)4 S TR VRS S S— iy A S Sy B,

MGV-GENOME-0334873 1:39771(+)

DNA methyltransferase (CDS_0014)
13
1012 | 16
DarB-like antirestriction (CDS_0005) 6 78 91| |15 17

l

MGV-GENOME-0311821 1:28471(+)
14

e

15

1113
DarB-like antirestriction (CDS_0006) 7 89 1012 J 16

MGV-GENOME-0311921 1:28621(+)

DNA methyltransferase (CDS_0014)
13|15
11 17
5 6 78 9 1012 16 18

l%

MGV-GENOME-0313919 1:29413(+)

DNA methyltransferase (CDS_0011)
13
10, 14
DarB-like antirestriction (CDS_0005) 6789] |12]] 15

l

MGV-GENOME-0306054 1:26560(+)

11
13
5 6 78 9 101214 15

MGV-GENOME-0317068 1:30808(+)

11
DarB-like antirestriction (CDS_0005) 6 78 9 LJ 12 13

MGV-GENOME-0315092 1:29941(+)
12

13
6 7 89 10 11|15 16

MGV-GENOME-0317662 1:31061(+)

DarB-like antirestriction (CDS_0005) 6 78 9 T11g

MGV-GENOME-0316234 1:29894(+)
kinase (CDS_0011)

o
~

89 10

e
N

I
MGV-GENOME-0320000 1:32167(+)
kinase (CDS_0010)

w
o
~N
o
el
[y
—
=
N

|
:

MGV-GENOME-0316463 1:30526(+)
13
14
DarB-like antirestriction (CDS_0006) 7 8910 11 12|[15 16

MGV-GENOME-0315501 1:31126(+)

w
o
~N
©
O
[
o

MGV-GENOME-0306826 1:27146(+)

radical SAM domain protein (CDS_0020)
DNA methyltransferase (CDS_0012)
151719 | 22
DarB-like antirestriction (CDS_0006) 7 89 10kinase (CDS_0011) | 13 14[16[18 | 21] 23 24

|
%

IMGVR_UViG_3300029466_000006|3300029466|Ga0244098_100165 1:39576(+)

1315
DarB-like antirestriction (CDS_0006) 7 8910 11 Lfle 16

MGV-GENOME-0316312 1:30465(+)

20
DNA methyltransferase (CDS_0012) 21
6 7 89  10kinase (CDS_0011) 13 14 15 16 17 18 1922 23

| I
MGV-GENOME-4429340 1:40585(+)

kinase (CDS_0011)
DarB-like antirestriction (CDS_0006) 7 89 10 12

|
!ﬁ

MGV-GENOME-0316704 1:30980(+)
DarB-like antirestriction (CDS_0006) 7 89 10 11

MGV-GENOME-0308961 1:27865(+)

1
DarB-like antirestriction (CDS_0006) 7 89 10] 12 13

MGV-GENOME-0311760 1:28891(+)
DarB-like antirestriction (CDS_0006) 7 89 10 11

MGV-GENOME-0309586 1:28100(+)

DNA methyltransferase (CDS_0012)
DarB-like antirestriction (CDS_0006) 7 89 10kinase (CDS_0011) 13 1415

MGV-GENOME-0324222 1:34572(+)

12
13 15
DarB-like antirestriction (CDS_0006) 7 89 10 11[14]16

MGV-GENOME-0313664 1:29648(+)

DNA methyltransferase (CDS_0012)
hydrolase (CDS_0014)
DarB-like antirestriction (CDS_0006) 7 89 10kinase(CDS_0011)\ 13T 15 16 17 18 1920

MGV-GENOME-0334791 1:40064(+)

DEDDh_I_II_II_IV_V_VI_1 (CDS_0015)
DNA methyltransferase (CDS_0013) 21
10 16 19 22
5 6 78 9| 1lkinase(CDS0012)| 14 | [17 18 20]23
@D — B
MGV-GENOME-0330607 1:37376(+)
DEDDh_I_II_II_IV_V_VI_1 (CDS_0016)
DNA methyltransferase (CDS_0014)
11 17 19
DarB-like antirestriction (CDS_0006) 7 89 10T 12kinase (CDS_0013) s T18 Tg)
- @& hr-ai@EES- o adabomD
MGV-GENOME-0329062 1:36543(+)
DEDDh_I_II_IN_IV_V_VI_1(CDS_0014)
DNA methyltransferase (CDS_0012)
15
6 7 89 10kinase (CDS_0011) 13 Tlé 17
N @ C—@E- T O adE-@ o d
MGV-GENOME-0326244 1:38866(+)
DEDDh_I_II_II_IV_V_VI_1 (CDS_0014)
DNA methyltransferase (CDS_0012)
15
DarB-like antirestriction (CDS_0006) 7 89 10kinase (CDS_0011) 13 ‘Tlé
N @& —EE- i EadE D d

MGV-GENOME-0324059 1:37834(+)

10 DNA methyltransferase (CDS_0013)
6 78 S’j 11kinase (CDS_0012) 14 151617 18 19

w

MGV-GENOME-0330006 1:37391(+)

w
o
~N
2]
e
=
o

MGV-GENOME-0304687 1:29799(+)
DarB-like antirestriction (CDS_0006) 7 89 10

MGV-GENOME-0309593 1:31434(+)

10
DarB-like antirestriction (CDS_0006) 7 89 le 12 13 16

MGV-GENOME-0309848 1:31550(+)

10
DarB-like antirestriction (CDS_0006) 7 89 1} 12

MGV-GENOME-0324511 1:30950(+)

14 1618 20
DarB-like antirestriction (CDS_0006) 7 89 10 111213 [15[1719] 21

MGV-GENOME-0321923 1:33139(+)

1315 17
DarB-like antirestriction (CDS_0006) 7 89 10 111214/16] 18

MGV-GENOME-0317637 1:31052(+)

13 15
DarB-like antirestriction (CDS_0006) 7 89 10 117]14] 16

MGV-GENOME-0315460 1:30102(+)

DNA methyltransferase (CDS_0012)
14 16 18
6 7 89  10kinase(CDS 0011)| 13 [15 [17] 19

|
]

MGV-GENOME-0328719 1:36365(+)

10 12
6 789[11] 13

O ICEDPOOEMD
MGV-GENOME-4406975 1:10666(+)
10 12
6 789[11] 13
ORI DDIDEDROMD
MGV-GENOME-4410221 1:12966(+)
10
11 13
DarB-like antirestriction (CDS_0006) 789([12] 14

MGV-GENOME-0293757 1:23105(+)

12
10 (13 15
6 7 8 9111]14] 16

MGV-GENOME-0250384 1:14793(+)

10 1214 16
6 7 8 9 [11ig15] 17

MGV-GENOME-0270690 1:18409(+)

10
DarB-like antirestriction (CDS_0006) 78911

MGV-GENOME-0324993 1:25485(+)
SoFic__SoFic (CDS_0010)

12  DdmDE_DdmD (CDS 0014) 18
5 6 78 9 11] 13 15 1617
S s SO g s S (S S v

MGV-GENOME-03285%96 1:36634(+)

nucleoside deoxyribosyltransferase (CDS_0006)
DarB-like antirestriction (CDS_0005) CDS_0007

i%

IMGVR_UViG_3300029415_000002|3300029415|Ga0243378_1000300|20970-65026 1:22199(+)
DarB-like antirestriction (CDS_0005) CDS_0006

MGV-GENOME-0326272 1:23821(+)
DNA methyltransferase (CDS_0005) CDS_0006

MGV-GENOME-0271763 1:18747(+)
DarB-like antirestriction (CDS_0005)

MGV-GENOME-0266357 1:17691(+)
DarB-like antirestriction (CDS_0005) CDS_0006

MGV-GENOME-0262588 1:17015(+)
DarB-like antirestriction (CDS_0005) CDS_0006

MGV-GENOME-0235311 1:12491(+)
DarB-like antirestriction (CDS_0005) CDS_0006

MGV-GENOME-0247170 1:14391(+)
5 DarB-like antirestriction (CDS_0006) 7 8 9 10

MGV-GENOME-0312385 1:25966(+)

CDS_0006
DarB-like antirestriction (CDS_0005) T CDS_0007

MGV-GENOME-0261583 1:19507(+)

DNA methyltransferase (CDS_0008)
pyrophosphatase (CDS_0009)

10
DarB-like antirestriction (CDS_0005) 67 [ 613l

iH

MGV-GENOME-0270605 1:18512(+)
5 6 7 89 nucleoside deoxyribosyltransferase (CDS_0010)

MGV-GENOME-0226464 1:10793(+)
5 6 7 8 nucleoside deoxyribosyltransferase (CDS_0009)

MGV-GENOME-0241221 1:13541(+)

cysH_IV-B_1 (CDS_0009)
8 11
DNA methyltransferase (CDS_0005) 67 | 10] nucleoside deoxyribosyltransferase (CDS_0012)

MGV-GENOME-0275819 1:19528(+)
CDS_0004 CDS_0006 CDS_0007

|

MGV-GENOME-0225005 1:10828(+)
CDS_0004 CDS_0006 CDS_0007

@

MGV-GENOME-0228124 1:14015(+)
DarB-like antirestriction (CDS_0005) 6 78 9 10

MGV-GENOME-0309945 1:28041(+)
DarB-like antirestriction (CDS_0005) 6 78 9 10

MGV-GENOME-0317339 1:28178(+)
DarB-like antirestriction (CDS_0005) 6 78 9 10

MGV-GENOME-0309700 1:27932(+)
DarB-like antirestriction (CDS_0005) 6 78 9 10

MGV-GENOME-0310047 1:28069(+)
DarB-like antirestriction (CDS_0005) 6 78 9 1011

IMGVR_UViG_3300045988_146477|3300045988|Ga0495776_140127|1-49486 1:27602(+)
DarB-like antirestriction (CDS_0005) 6 78 9 1011

MGV-GENOME-0310032 1:27456(+)
DarB-like antirestriction (CDS_0005) 6 78 9 nucleoside deoxyribosyltransferase (CDS_0010)

IMGVR_UViG_3300045988_140566|3300045988|Ga0495776_171875|1-50345 1:28482(+)
DarB-like antirestriction (CDS_0005) 6 7 8 nucleoside deoxyribosyltransferase (CDS_0009)

IMGVR_UViG_3300029332_000308|3300029332|Ga0243782_100079|9480-57668 1:26368(+)

CDS_0007
DarB-like antirestriction (CDS_0005) CDS_0006 nucleoside deoxyribosyltransferase (CDS_0008)

IMGVR_UViG_3300045988_132457|3300045988|Ga0495776_149924|1-47939 1:26074(+)
DarB-like antirestriction (CDS_0005) 6 78 9 1

o

MGV-GENOME-0316783 1:27409(+)
DarB-like antirestriction (CDS_0005) 6 78 9 10

MGV-GENOME-0307770 1:29903(+)
DarB-like antirestriction (CDS_0005) 6 78 9 nucleoside deoxyribosyltransferase (CDS_0010)

IMGVR_UViG_3300045988_129269|3300045988|Ga0495776_163307[1-50100 1:30868(+)

12
DarB-like antirestriction (CDS_0005) 6 78 9 10 11—\7173Ecleoside deoxyribosyltransferase (CDS_0014)

MGV-GENOME-0315160 1:30109(+)

11
DNA methyltransferase (CDS_0005) 6 78 9 10 [12nucleoside deoxyribosyltransferase (CDS_0013)

MGV-GENOME-0319719 1:29231(+)

11
DarB-like antirestriction (CDS_0005) 6 78 9 10 nucleoside deoxyribosyltransferase (CDS_0012)

MGV-GENOME-0311533 1:28593(+)
DarB-like antirestriction (CDS_0005) 6 78 9 nucleoside deoxyribosyltransferase (CDS_0010)

MGV-GENOME-0309049 1:27707(+)

11
DNA methyltransferase (CDS_0005) 6 78 9 10] nucleoside deoxyribosyltransferase (CDS_0012)

MGV-GENOME-0319421 1:28256(+)

DarB-like antirestriction (CDS_0005) 6 78 9 |11

IMGVR _UViG_3300045988_146578|3300045988|Ga0495776_149275|1-49479 1:27595(+)
DarB-like antirestriction (CDS_0005) 6 78 9 10

IMGVR_UViG_3300029013_000124|3300029013|Ga0169598_100022|37864-87043 1:27296(+)

kinase (CDS_0010)
DarB-like antirestriction (CDS_0005) 6 78 9 11

|
!#

IMGVR_UViG_3300014755_000136|3300014755|Ga0169841_100237|22482-74628 1:32913(+)

nucleoside deoxyribosyltransferase (CDS_0020)

16

15/ 18
DNA methyltransferase (CDS_0005) 6 78 9 10 11 12 13 L4T 17—EL9

i

MGV-GENOME-0324553 1:34534(+)

nucleoside deoxyribosyltransferase (CDS_0015)
DarB-like antirestriction (CDS_0005) 6 78 9 10 11 12 13 14T

IMGVR_UViG_3300045988_145428|3300045988|Ga0495776_032558[15387-69692 1:32441(+)

12

i3

‘ 15
DarB-like antirestriction (CDS_0005) 6 78 9 10111416 17

MGV-GENOME-0316311 1:30590(+)

11
5 6 7 89 10 [12
O AEIE-ETMDED
MGV-GENOME-0274092 1:13046(+)
12
8 10 13
DarB-like antirestriction (CDS_0005) 67] 9 1] 14

MGV-GENOME-0322823 1:26683(+)
10
11
DarB-like antirestriction (CDS_0005) 6789|[12

MGV-GENOME-0323807 1:26039(+)

13
9 1114
DarB-like antirestriction (CDS_0005) 6 7 8[10f12|] 15

MGV-GENOME-0311875 1:29734(+)

12
8 10 13
DarB-like antirestriction (CDS_0005) 67] 9 11|T 14

MGV-GENOME-0277376 1:19824(+)

10
5 6789] 11

MGV-GENOME-0263592 1:17201(+)

DarB-like antirestriction (CDS_0005) 6 78 9 [h2]1s

MGV-GENOME-0313378 1:29308(+)

DarB-like antirestriction (CDS_0005) 6 78 9 1012/ T 15

MGV-GENOME-0315328 1:30163(+)
12 16
11 14 17
DarB-like antirestriction (CDS_0005) 6 78 9 10][1315|T 18

MGV-GENOME-0316101 1:30502(+)
12 16
11 14 17
DarB-like antirestriction (CDS_0005) 6 78 9 10[|13N15] 18

MGV-GENOME-0322659 1:30359(+)

16
12 14 17
DarB-like antirestriction (CDS_0005) 6 78 9 1011 1315/] 18

MGV-GENOME-0318123 1:31387(+)

12 15
DarB-like antirestriction (CDS_0005) 6 78 9 1011113/]16

MGV-GENOME-0315357 1:30177(+)

DarB-like antirestriction (CDS_0005) 6 78 9  10[12[15

MGV-GENOME-0314813 1:29930(+)

DarB-like antirestriction (CDS_0005) 6 78 9 1011113]16

MGV-GENOME-0315229 1:30119(+)

17
13 15 18
DNA methyltransferase (CDS_0005) 6 78 9 10 11 1214)1¢]19

MGV-GENOME-0320233 1:32408(+)

1214 16
DarB-like antirestriction (CDS_0005) 6 78 9 10111315

MGV-GENOME-0315793 1:30373(+)

anti-repressor Ant (CDS_0011)
14 18
13 16 19
DNA methyltransferase (CDS_0005) 6 78 9 10|12 |15[17/T 20

I

MGV-GENOME-0327742 1:31240(+)

12 15
DarB-like antirestriction (CDS_0005) 6 78 9 101113/ 1618

MGV-GENOME-0315035 1:32690(+)

replication initiation protein (CDS_0012)
19
10 15 17 20
DarB-like antirestriction (CDS_0005) 6 78 9 1 13 1416 118/] 21

|
4‘

MGV-GENOME-0322572 1:33593(+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0014)

10 12 16
DarB-like antirestriction (CDS_0005) 6 78 9 113 | 15/1718

MGV-GENOME-0316634 1:33383(+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0013)

11 15
DNA methyltransferase (CDS_0005) 6 78 9 170T172T174T&17
o S T e S ey e B

MGV-GENOME-0321819 1:32805(+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0015)

13
1 17
DarB-like antirestriction (CDS_0005) 6 78 9 10 11 [ |14 | 16[1819
s e TKOEE OO
MGV-GENOME-0325589 1:34665(+)
PD-Lambda-5_PD-Lambda-5_B (CDS_0014)
10 12 16
DarB-like antirestriction (CDS_0005) 6 78 9 13 | 151718
) e T-EEHINDEDDID

MGV-GENOME-0316042 1:33121(+)

PD-Lambda—S_PD—Iﬂbda—S_B (CDS_0019)
replication initiation protein (CDS_0012)

17
11 14 1 21
DarB-like antirestriction (CDS_0005) 6 78 9 10[ 13 15|18 | 20]2223
ey e OEEEREEONPDDIND T

MGV-GENOME-0328951 1:36874(+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0010)

12
DarB-like antirestriction (CDS_0005) 6 78 9 TQT@A
) o S R R | Ve
MGV-GENOME-0311256 1:31128(+)
11
DarB-like antirestriction (CDS_0005) 6 78 9 10[1213

MGV-GENOME-0312927 1:31051(+)

13
15
DarB-like antirestriction (CDS_0006) 7 8910 11 121416 17

MGV-GENOME-0324178 1:35012(+)

12
10 [14
DarB-like antirestriction (CDS_0005) 6 78 9 [11131516

MGV-GENOME-0320476 1:31907(+)

10000 nt 1

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence
N | I



