
MGV-GENOME-0170006 16578:22912(+)

CDS_0022 CDS_0023
CDS_0024

CDS_0025
CDS_0026

holin (CDS_0027)

CDS_0028 CDS_0029

MGV-GENOME-0164284 16578:22110(+)

holin (CDS_0027)
CDS_0028

MGV-GENOME-0182163 16578:22473(+)

holin (CDS_0027)
CDS_0028

MGV-GENOME-0174019 16578:23480(+)

holin (CDS_0027)
CDS_0028

CDS_0029

MGV-GENOME-0168343 16578:22173(+)

holin (CDS_0027) CDS_0028 CDS_0029

MGV-GENOME-0174052 16578:23128(+)

holin (CDS_0027) CDS_0028

MGV-GENOME-0213963 16578:29460(+)

holin (CDS_0027) 28 29

DNA primase/helicase (CDS_0030)

31
DNA primase (CDS_0032)

33
FtsK/SpoIIIE-like protein (CDS_0034)

35

MGV-GENOME-0195402 16578:26869(+)

holin (CDS_0027)
28 29

DNA primase (CDS_0030)
31

FtsK/SpoIIIE-like protein (CDS_0032)
33

MGV-GENOME-0190610 16578:25710(+)

holin (CDS_0027)
DNA invertase (CDS_0028) 29 30 31 32 33

MGV-GENOME-0182367 15488:23053(+)

CDS_0021 CDS_0022 CDS_0023 holin (CDS_0028) CDS_0029

MGV-GENOME-0183003 16578:24847(+)

holin (CDS_0026) 27
FtsK/SpoIIIE-like protein (CDS_0028)

29 30 31

MGV-GENOME-0197663 16486:27566(+)

holin (CDS_0027)
DNA invertase (CDS_0028)

transcriptional repressor (CDS_0029)
30 31 32 33 34

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0035)
36

5000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function Defence


