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DNA binding protein (CDS_0002)
CDS_0003 transposase (CDS_0001)
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DNA binding protein (CDS_0029)
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DNA binding protein (CDS_0029)
28 S—aaenosylmethionine decarboxylase (CDS_0030) 31 32

uvig_131570 11729:19555(+)

DNA binding protein (CDS_0005)
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uvig_214362 13:7653(-)
DNA binding protein (CDS_0003)

5 4 2 head maturation protease (CDS_0001)
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DNA binding protein (CDS_0030) Proline synthesis (VF0812) (CDS_0033)
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uvig_292935 11828:20949(+)

DNA binding protein (CDS_0003)
CDS_0009 CDS_0004 CDS_0002 terminase large subunit (CDS_0001)

uvig 565015 1:8276(-)

DNA binding protein (CDS_0005) zinc containing alcohol dehydrogenase superfamily (CDS_0001)
7 6 4 3 2
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DNA binding protein (CDS_0005) multidrug efflux MATE transporter NorM (NFO00263.1) (CDS_0002)

7 6 translation elongation factor (CDS_0004) 3 \ 1
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Mu Gam-like end protection (CDS_0018)
CDS_0019
T CDS_0020 CDS_0022 CDS_0023 CDS_0025
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uvig_444281_ 10021:16306(+)

DNA methyltransferase (CDS_0016)
DNA methyltransferase (CDS_0015)
Erf-like ssDNA annealing protein (CDS_0013) CDS_0020

uvig 180270 6221:13729(+)
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