25 31 translation elongation factor (CDS_0034)
19 20 21 22 23 24 T262728 29 30] 32 33 35 36 DNA primase (CDS_0037)

!#

IMGVR_UViG_3300006289_000179|3300006289|Ga0099614_100242 16498:40313(+)

23
22 T242526 27 29 32 3334

IMGVR_UViG_3300006566_000381|3300006566|Ga0100365_1000088|11860-59523 15260:34663(+)
25 26 29 30 31 32 33 34

IMGVR_UViG_3300008537_000263|3300008537|Ga0111051_100100[9857-61073 21537:42139(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (CDS_0037)
MtrCDE (VF0451) (CDS_0036)
313233 34 35 41

;%

IMGVR_UViG_3300008152_000238|3300008152|Ga0114285_1000157 19988:45442(+)

membrane protein (CDS_0031)
2829 30 32

!%

SRS144026 a1 ct56627 vsO1 19478:39580(+)
3132 33 34 35 3637 43

SRS147281 al ct10661 vs1 19988:42056(+)
multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (CDS_0029)

membrane protein (CDS_0031)
AdeFGH efflux pump (VFO504) (cEs_oozs) 30 32

MGV-GENOME-0311674 20735:41417(+)
CDS_0028

IMGVR_UViG_3300045988_186183|3300045988|Ga0495776_069228|5645-50524 20735:35771(+)

10000 nt 1
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