CDS_0021

CDs_0020
CDS_0019 porphyrin biosynthesis (CDS_0023)
CDS_0018] | CDS_0022 CDS_0024 CDS_0025  CDS_0026
Station189_DCM_ALL assembly NODE 3650 length 15959 cov_18.295712 10556:15959(+)
CDS_0007 CDS_0008 CDS_0009 CDS_0013
Station155_MES_ALL assembly NODE 8798 length_12980_cov_119.962089 5781:12980(+)
CDS_0009 CDS_0011CDS_0014 CDS_0018
Station52_DCM_ALL _assembly NODE_1231 length_13590 _cov_4.909568 5766:13590(+)
CDS_0024
CDS_0019 CDS_0023
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Station206_MES_ALL_assembly NODE_5670_length_16118_cov_38.936002 10463:16118(+)

CDS_0017
CDS_0016
Station209_SUR_ALL_assembly_NODE_6999_length_13489_cov_62.219294 7679:13489(+)
CDS_0071
CDS_0670 CDS_0072 CDS_0077 CDS_0079
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Station64_DCM_ALL assembly_NODE_39_length_59012_cov_20.589616 51898:59012(+)
CDS_0049 CDS_0052
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Station76_SUR_ALL_assembly NODE_539_length_34239 _cov_4.977680 27129:34239(+)
CDS_0073 CDS_0075 CDS_0078
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Station68_SUR_ALL _assembly NODE_193_length_59087_cov_14.177429 52457:59087(+)

CDS_0069 porphyrin biosynthesis (CDS_0074) CDS_0001

CDS_0002
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Station72_DCM_ALL _assembly_ NODE_75_length_58297_cov_55.154631 51882:3652(+)
CDS_0064 CDS_0069 CDS_0072
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Station124_MXL_ALL_assembly NODE_111_length_57056_cov_12.337608 50056:57056(+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function



