CDS_0043
CDS_0033 tail protein (CDS_0037) CDS_0041

CDS_0034 CDS_0038  CDS_0042
CDS_0035 CDS_0040
CDS_0032 ~ €DS_0036 DS_0039 | | | | CDS_0044

MGV-GENOME-0289762 29009:37122(+)
CDS_0035

MGV-GENOME-0282726 29217:35688(+)
CDS_0034

MGV-GENOME-0278174 29066:34836(+)

tail protein (CDS_0034) CDS_0041
CDS.0035 | CDS 0042

!+

MGV-GENOME-0281824 29995:36049(+)

RT_III-AM_III-B_2 (CDS_0036)
40
35 373839 | 41 45

|

I
MGV-GENOME-0301936 30081:40453(+)

FtsK/SpolllE-like protein (CDS_0039)
41
38 40 42 4344 45 4647

i%

MGV-GENOME-0310655 30590:43179(+)

FtsK/SpolllE-like protein (CDS_0037)
38 44
3536 139 404142437 45

!4

MGV-GENOME-0304786 29402:41058(+)

tRNA splicing ligase RtcB (CDS_0041)
FtsK/SpolllE-like protein (CDS_0044)
3637 4547
35 [ 3839 40 42 43 [46] 48 4950 51 5253

%
%
I

MGV-GENOME-0324094 30004:47512(+)

FtsK/SpolllE-like protein (CDS_0041)
tRNA splicing ligase (CDS_0038) 42 44
37 39 40 T43] 45 46 47 48 4950

i
]

MGV-GENOME-0315921 30113:45857(+)

FtsK/SpolllE-like protein (CDS_0040)
42
tRNA splicing ligase (CDS_0037) 38 39 41[43 44 45 4647 5

ey

!%

uvig 372140 29878:44934(+)

RT_III-AM_III-B_2(CDS_0041) 43 48
42[ 4445 46 47[495051 52 5354

g#

I
MGV-GENOME-0313618 29007:44520(+)

FtsK/SpolllE-like protein (CDS_0044)
RT_III-AM_III-B_2 (CDS_0036) 38 46
373940 41 42 43 45] 47 4849 50 5152 55

| b
4
|

MGV-GENOME-0321062 30329:48530(+)
FtsK/SpolllE-like protein (CDS_0043)

RT_III-AM_III-B_2 (CDS_0036) 38 44 46 51
37[3940 41 42 145 47 484950 | 52
OO EOERT T KEaaasd—r-o—D0-0ib

MGV-GENOME-0317278 29991:46153(+)

FtsK/SpolllE-like protein (CDS_0050)
RT_III-AM_III-B_2 (CDS_0040) 42 tRNA splicing ligase (CDS_0047) 52 58
41] 4344 45 46 48 49 51] 53 54 555657 | 59

|
)
g
|

uvig_294064 28982:48831(+)

FtsK/SpollIE-like protein (CDS_0046)
RT_III-AM_III-B_2 (CDS_0036) 38 tRNA splicing ligase RtcB (CDS_0043) | 47 49 55
37[3940 41 42 44 45 48] 50 51525354 | 56

18-
i
|

MGV-GENOME-0328638 29515:49025(+)

FtsK/SpolllE-like protein (CDS_0049)
RT_III-AM_III-B_2 (CDS_0037) 39 tRNA splicing ligase (CDS_0045) 51 53 56
38[4041 42 43 44 46 47 48 50] 52| 5455 [ 57

8-
i
|

uvig 153759 31466:50719(+)

tail length tape measure protein (CDS_0044)
40 FtsK/SpolllE-like protein (CDS_0047)
RT_III-AM_I1I-B_2 (CDS_0038) |41 48 54
39| [ 4243 4546 49 505152537 55

?4

I
MGV-GENOME-0315496 28507:45162(+)
FtsK/SpolllE-like protein (CDS_0046)

RT_III-AM_III-B_2 (CDS_0039) 41 48 54
40[ 4243 44 45 47] 49 50515253 | 55
OEOEOOEEoH T O« Kada&aadd—or-o—-o00D
MGV-GENOME-0318071 29417:46154(+)
FtsK/SpollIE-like protein (CDS_0047)
RT_III-AM_III-B_2 (CDS_0040) 42 49
41]4344 45 46 48[ 50 5152 53 5455
EEEEODEEEH T 3 KIAAGERGa——-H-DI0D

MGV-GENOME-0343071 29154:45765(+)

FtsK/SpollIE-like protein (CDS_0033)
RT_III-AM_III-B_2 (CDS_0026) 28 34
27[2930 31 32 1353637 38 3940

I
MGV-GENOME-0281520 19901:36138(+)

FtsK/SpolllE-like protein (CDS_0048)
RT_III-AM_III-B_2 (CDS_0037) 39 tRNA splicing ligase RtcB (CDS_0045) 50
38] 4041 42 43 44 46 47 4951 5253 54 5556

I
MGV-GENOME-0327491 30263:51011(+)

FtsK/SpolllE-like protein (CDS_0050)
RT_III-AM_I1I-B_2 (CDS_0040) 42 tRNA splicing ligase RtcB (CDS_0047) 51 56
41]4344 45 46 48 49 525354 55 [57

I
MGV-GENOME-0324911 30906:49825(+)

tRNA splicing ligase (CDS_0052)

metallo-protease (CDS_0049) FtsK/SpolllE-like protein (CDS_0055)
RT_III-AM_III-B_2 (CDS_0037) 39 47 integrase (CDS_0054) 57
38[4041 42 43 44 454648 50 51 58 [ | 56[585960 61 6263
I —
uvig 198197 30263:56222(+)
FtsK/SpolllE-like protein (CDS_0052)
RT_III-AM_III-B_2 (CDS_0037) 39 tRNA splicing ligase RtcB (CDS_0048) 53
38[ 4041 42 43 44 4546 47 49 50 51 545556 57 5859
I —
MGV-GENOME-0331826 30915:52445(+)
tRNA splicing ligase RtcB (CDS_0053)
FtsK/SpolllE-like protein (CDS_0056)
RT_III-AM_III-B_2 (CDS_0038) 40 47 49 5759
39[ 4142 43 44 4546148] 50 51 52 54 55 58] 60 6162 63 6465
I I
MGV-GENOME-0333662 30551:54030(+)
tRNA splicing ligase RtcB (CDS_0052)
47 FtsK/SpolllE-like protein (CDS_0055)
RT_II-AM_III-B_2 (CDS_0037) 39 45 |48 57
38[ 4041 42 43 44 [46/ 49 50 51 53 54 56/ 58 5960 61 6263
OO O O{BP D@ T HE T HGAe@Ee@&—o-DUD
MGV-GENOME-0340657 30184:53393(+)
FtsK/SpolllE-like protein (CDS_0056)
RT_III-AM_III-B_2 (CDS_0038) 40 47 49 tRNA splicing ligase (CDS_0053) 5759 65
39[ 4142 43 44 4546148] 50 51 52 54 55 58] 60 61 626364 | 66
EEOEO-ESEOO O OB PEE 1 - HIAAdaatd—-—oo-DItD
uvig 261932 30343:53339(+)
FtsK/SpolllE-like protein (CDS_0052)
RT_III-AM_I1I-B_2 (CDS_0036) 38 43 45 tRNA splicing ligase (CDS_0049) 54 60
37[ 3940 41 42[44] 46 47 48 50 51 53] 55 56 575859 | 61
EEOEOO-ESEoo— O —/bPEEC 1 HEKdAedda@——oo-Dtb
uvig 539610 30227:51995(+)
tRNA splicing ligase RtcB (CDS_0044)
39 FtsK/SpollIE-like protein (CDS_0047)
RT_III-AM_III-B_2 (CDS_0031) 33 40 48 50 56
32[3435 36 3738 [41 42 43 45 46 [49[ 51 52535455 | 57
OO EOHT O— I bPE@E T - KKAAaAdad——HDD0D
MGV-GENOME-0321811 25802:48039(+)
tRNA splicing ligase RtcB (CDS_0057)
51 FtsK/SpolllE-like protein (CDS_0060)
RT_III-AM_III-B_2 (CDS_0037) 39 46 50/ 53 62 67
38[ 4041 42 4344 45| 47 4849 [52] 54 55 56 58 59 61[ 63 6465 66 |68
OEOEOD-EEEO OB EE&EC 1 T KIdAEEK@— Db
MGV-GENOME-0337744 30324:55017(+)
FtsK/SpolllE-like protein (CDS_0051)
RT_III-AM_III-B_2 (CDS_0038) 40 47 5254 60
39[ 4142 43 44 45 4] 48 49 50 53] 55 56 575859 | 61
PO O —-aC DA KKaAAaaada@—o-o-DOooi
MGV-GENOME-0327207 29825:49954(+)
tail length tape measure protein (CDS_0042)
FtsK/SpolllE-like protein (CDS_0045)
RT_III-AM_III-B_2 (CDS_0037) 39 47 49 53
38] 40 41 43 44 46] 487 50 5152 | 54
EEEED AP IO —(C T A@Eadd@—HmDU0N
MGV-GENOME-0323102 30840:48655(+)
FtsK/SpolllE-like protein (CDS_0047)
RT_III-AM_III-B_2 (CDS_0038) 40 49 55
39[ 4142 43 44 45 46 48] 50 51525354 | 56
OEOED-EEoo T OO - HAAaaa@sa—o-o-DLUCDN
MGV-GENOME-0322678 30711:48951(+)
tRNA splicing ligase RtcB (CDS_0045)
FtsK/SpolllE-like protein (CDS_0048)
RT_III-AM_III-B_2 (CDS_0038) 40 transposase (CDS_0044) 50
39[ 4142 43 T | 46 47 49[5152 53 5455
EEOEHEbo O — K- ad-E@E@w@—oo-Po-0ob
MGV-GENOME-0326533 30098:50730(+)
tail length tape measure protein (CDS_0044)
RT_III-AM_III-B_2 (CDS_0039) 41
40[ 42 43 4546 47 4849
OO EOH T O-CdEa—HD-DDDN
MGV-GENOME-0315301 31230:45517(+)
endolysin (CDS_0043) FtsK/SpolllE-like protein (CDS_0047)
RT_III-AM_III-B_2 (CDS_0038) 40 49 55
39] 4142 44 45 46 48] 50 51525354 | 56
EEDEDH PO EB{ T HOHEKKAEdadd——-o—D—_0N
uvig 61276 30406:49544(+)
FtsK/SpollIE-like protein (CDS_0045)
RT_III-AM_III-B_2 (CDS_0038) 40 47 53
394142 43 44 46] 48 49505152 | 54
OEOEOD-EPOHEBTKIEEaadd—Ho-D—LDN
MGV-GENOME-0323899 30406:46107(+)
RT_III-AM_III-B_2 (CDS_0041) 43 47
42] 4445 46 l4849 53
OEEEDD-TPOOEEE—HD-DOILDD
MGV-GENOME-0304810 29676:41588(+)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_II (CDS_0045)
Tad2 anti-Thoeris (APIS029) (CDS_0052)
replication terminator (CDS_0050)
cold shock protein (CDS_0044)  RusA-like Holliday junction resolvase (CDS_0054)
Retron_VI_HTH (€DS_0042) 4 | Ftsk/SpollIE-like protein (CDS_0056)
RT_III-AM_I1I-B_2 (CDS_0037) exonuclease (CDS_0048) 58 64
383940 41 43 46 47 49 | 51| 53 55 57] 59 60616263 | 65
EEEEDHD PP D -HiH S HIOESDDINE-DE-CKIdaEEaad@—>Ho-—DODN
MGV-GENOME-0332957 30115:53890(+)
CDS_0038
CDS_0036 CDS_0039
cbs_0037 [

MGV-GENOME-0297417 29956:38934(+)

CDS_0036
CDS_0035 | CDS_0037

!

MGV-GENOME-0285142 28244:36749(+)

transposase (CDS_0036)
3738 39 404142

MGV-GENOME-0293053 27252:38636(+)

RT_III-AM_III-B_2 (CDS_0039) 41
40] 4243 44 45 4647

5#

MGV-GENOME-0312809 30532:43914(+)

tail length tape measure protein (CDS_0040)
RT_II-AM_III-B_2 (CDS_0035) 37
36] 38 39 414243

9.
-

MGV-GENOME-0298319 27019:39163(+)

RT_III-AM_I1I-B_2 (CDS_0040) 42 47
41] 4344 45 46 48

!ﬁ

I
MGV-GENOME-0311409 30906:43670(+)

RT_III-AM_III-B_2 (CDS_0037) 39
384041 42 4344 45 4647

g#

MGV-GENOME-0316319 31491:45421(+)

RT_II-AM_III-B_2 (CDS_0041) 43
42] 4445 46 474849

!#

MGV-GENOME-0309457 28269:40850(+)

RT_INI-AM_III-B_2 (CDS_0040) 42
41] 4344 45 46 4748

!#

I
MGV-GENOME-0342548 29352:41825(+)
RT_III-AM_I1I-B_2 (CDS_0039) 41

[ 40[4243 44 45 4647
@& — 00N

uvig 507018 30933:44505(+)

RT_III-AM_III-B_2 (CDS_0037) 39 47
38[ 4041 42 43 44 4546 48

g#

I
MGV-GENOME-0340183 30190:44226(+)

RT_III-AM_III-B_2 (CDS_0037) 39 45
38[ 4041 42 4344 46

E#
|

uvig_325321 30230:43414(+)

RT_III-AM_III-B_2 (CDS_0037) 39 47
38[ 4041 42 43 44 45 46| 48

1#

uvig 135099 29933:46158(+)

RT_III-AM_II-B_2 (CDS_0037) 39 45
38[ 4041 42 43 447 46

i#

I
MGV-GENOME-0317995 29933:43015(+)

RT_lII-AM_III-B_2 (CDS_0040) 42 48
41] 4344 45 4647 49

i#

MGV-GENOME-0310672 30078:43090(+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_Il (CDS_0047)
transcriptional repressor (CDS_0043)
cold shock protein (CDS_0046)
Retron_VI'_HTH (EDS_0044)

RT_III-AM_III-B_2 (CDS_003¢6) 38

3713940 41 42 | Tas] | 48 49
DD ESIEEH T @ -EHIHEESD-@&—)- DU

MGV-GENOME-0320008 30118:47142(+)

Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0048)
transcriptional repressor (CDS_0044)
cold shock protein (CDS_0047)

RT_III-AM_III-B_2 (CDS_0037) 39 Retron_VI_HTH (EDS_0045)
38[4041 42 43 | Tael | 4
DD ESIEEH T E T HEH W EEDD—H{D-—DID

MGV-GENOME-0316909 30190:45984(+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0039)
cold shock protein (CDS_0038)

RT_III-AM_III-B_2 (CDS_0028) 30 Retron_VI_HTH (EDS_0036)
29[ 3132 33 34 35 [37] | 40
D EEEOT O C K INETDEMO—DUDID

MGV-GENOME-0293851 22702:38099(+)

Lamassu-Fam_ LmuB_SMC_Cap4._nuclease_|l (CDS_0048)
transcriptional repressor (CDS_0044)
cold shock protein (CDS_0047)

RT_III-AM_I1I-B_2 (CDS_0037) 39 Retron VI_HTH (€DS_0045)exonuclease (CDS_0051)
38[ 4041 42 43 | Ta6] | 49 50 52
— — i E— —
uvig_100069 29481:47431(+)
43
RT_III-AM_III-B_2 (CDS_0042) [44 45 46 47
EEDEDDHDHTO{D—-DO0IED
MGV-GENOME-0293116 27966:38213(+)
43
RT_III-AM_I1I-B_2 (CDS_0042) T4i45i6 47 48
D e LV e W VI VY
uvig_37481 27966:38433(+)
40
RT_III-AM_III-B_2 (CDS_0038) |41 tail length tape measure protein (CDS_0044)
39| 4243
OEEEDD-ERNEET—D—CD00I00)
MGV-GENOME-0294098 28507:38706(+)
RT_III-AM_III-B_2 (CDS_0040) 42
41] 4344 45 46
OEEED-EEEO -0
MGV-GENOME-0293805 28537:38573(+)
RT_II-AM_III-B_2 (CDS_0037) 39
38[ 4041 42 terminase small subunit (CDS_0043)

!#

uvig_492282_ 29595:39945(+)

RT_III-AM_I1I-B_2 (CDS_0040) 42 48
41]4344 45 4647 [4950 5556

!ﬁ

I
MGV-GENOME-0300192 29699:40681(+)

39
RT _II-AM_III-B_2 (CDS_0038) [4041 42 43

MGV-GENOME-0296716 30670:39804(+)

RT_III-AM_1II-B_2 (CDS_0037)
39
36 38[ 4041 42

!ﬁ

MGV-GENOME-0295489 30126:40461(+)

RT_III-AM_III-B_2 (CDS_0037) 39
38[4041 42 43 4546 49

!#

MGV-GENOME-0306444 30886:42134(+)

RT_III-AM_III-B_2 (CDS_0038) 40
39[ 4142 43 44 45 46

!#
|

uvig_50100 28699:45102(+)

replisome organizer (CDS_0003)

RT_III-AM_III-B_2 (CDS_0013) 11 integrase (CDS_0007)
12[109 8 1T 6 54 2 1
DD D ESIPEH D —E@E@HHIEDDD

uvig 49668 270:11632(-)

10000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation
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