holin (CDS_0023)
endolysin (CDS_0024)

CDS_OO21L
CDS_0022 CDS_0026 CDS_0028 CDS_0031
CDS_0020 | CDS_0025 T cDs_0027 CDS_0029  CDS_0030 CDS_0032
COPDD H D K H HCK
|4
IMGVR_UVIG_2558860761_000002|2558860761|2558901995|102-38448 18070:28548(+)
CDS_0025 CDS_0027

DO H D | H KK
|4 J
IMGVR_UViG_2558860777_000001|2558860777|2558902720|18255-57383 18070:29330(+)
CDS_0025 anti-CRISPR-Cas (AcrIB) (CDS_0026)

EPOPETD—PED— D H K

TemPhD_cluster 43371 18149:26743(+)

CDS_0026
CDS_0025 CDS_0027

DD — ED-G———D— H KK

TemPhD_cluster 62210 17700:26446(+)
CDS_0025CDS_0026 CDS_0028

DD - } D (—-E-EE

IMGVR_UViG_2558860863_000003|2558860863]2558906910(40402-79212 17733:28901(+)

Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0028)
transposase (CDS_0027)
CDS_0026 \ cold shock protein (CDS_0029)

0,10 A VI s e S R S e B Moo

IMGVR_UViG_3300045988_170904|3300045988|Ga0495776_126014 17826:28070(+)

Kiwa__ KwaA (CDS_0026)
Kiwa__KwaB (CDS_0025) CDS_0028 CDS_0029

DD — ) D 1 | — H KK

N
IMGVR_UViG_647000243_000001|647000243]|647003014(47313-89087 18175:31248(+)

CDS_0026
CDS_0025 cold shock protein (CDS_0027) CDS_0030 CDS_0034
IMGVR_UViG_2558860802_000002|2558860802|2558903983|3-37015 17957:28281(+)
tail protein (CDS_0018) CDS_0025
CDS_0017 CDS_0019 CDS_0024 Tanti-CRISPR-Cas (AcrIB) (CDS_0026)

) ) DDA HED— D (-

IMGVR_UViG_2558860872_000004|2558860872|2558907370|613079-651999 13479:28988(+)

AbiD__AbiD (CDS_0025)
holin (CDS_0022) CDS_0026

EOPDODETTTD ————D— } KK
) ) |
IMGVR_UViG_2558860763_000001|2558860763|2558902114(1-36981 13473:27818(+)

cold shock protein (CDS_0030)
26 2728 29 [ 31 32

PP D &—3H-D- D@ H KK

IMGVR_UViG_2558860875_000003|2558860875]2558907503|2239-42265 18435:30113(+)

transposase (CDS_0025)
endolysin (CDS_0024)

26 28
Dl — A H>——->h &—3H—@8X H KA

IMGVR_UViG_2860398744_000001|2860398744|2860398744|1159401-1201268 18566:32456(+)
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