transcriptional repressor (CDS_0024)

minor tail protein (CDS_0013) ribonucleotide reductase large subunit (CDS_0020) HNH endonuclease (CDS_0030)
central tail fiber J (CDS_0015) AhpC (VF0306) (CDS_0019) 4 2628
11 12 | 14 | 16 17 18 [ | 21 22 integrase (CDS_0023)2527] 29 | 31

uvig 161841 8852:33531(+)

ribonucleotide reductase large subunit (CDS_0017)

AhpC (VF0306) (CDS_0016) 18 19 20 21 22 2324

;{

uvig_77507 8851:30395(+)
16 17 18 19 2021

MGV-GENOME-0284824 8852:25536(+)
16 17 18 1920

MGV-GENOME-0268898 8851:24061(+)
16 17 18 1920 25

uvig 427708 8852:25879(+)

CDS_0016 CDS_0017

MGV-GENOME-0242966 8852:22811(+)
CDS_0016 CDS_0017

MGV-GENOME-0249133 8852:23344(+)

baseplate wedge subunit (CDS_0020)
tail protein (CDS_0018]
tail protein (CDS_0019) transcriptional repressor (CDS_0023)
16 17 | | 21 2 | 24

uvig_65841 8852:29112(+)

tail protein (CDS_0018)
16 17 19 baseplate wedge subunit (CDS_0020)

i%

MGV-GENOME-0261281 8852:25456(+)

20
16 17 18 19T 21 22 23 24 transcriptional repressor (CDS_0025)

SAMNO9781718 a1l ct51796_vs1 8852:28979(+)

20
16 17 18 19T 21 22 transcriptional repressor (CDS_0023)

uvig 587284 8852:28135(+)
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