holin (CDS_0011)
virion structural protein (CDS_0007) endolysin (CDS_0010)
CDS_0006 cbs 0012

CDS_0004 CDS0005 | CDS_0008 CDS_0009 | T cDs.0013

CDS_0014 phosphofructokinase (CDS_0015)
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CDS_0009 endolysin (CDS_0010)
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CDS_0019 CDsS_0018 CDS_0017
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CDS_0010 CDS_0011
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structural protein with Ig domain (CDS_0016)
CDS_0017 “endolysin (CDS_0015)
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head and packaging lysis other unknown function
N — I



