CDS_0043
CDS_0032 CDS_0035 CDS_0041
CDS_0033 CDS_0034 CDS_0036 CDS_0038 CDS_0039 CDS_0040 CDS_004 CDS_0044

N
) O H X KCHOE DDA

MGVR_UViG_2888366609_000001|2888366609/2888366609|1643684-1683868 27580:38615(+)

CDS_0034 CDS_0036

0 HD— @K OO DA

IMGVR _UViG_2519899758 000002|2519899758]2519955949|52909-90631 26400:36478(+)
Retron_|_B__ATPase_TOPRIM_COG3593 (CDS_0036)

IMGVR_UViG_2874449272_000003|2874449272|2874449273|278730-316955 26898:36568(+)
CDS_0035 CDS_0036 CDS_0038

IMGVR_UViG_2906547755_000002|2906547755|2906547758|115110-153338 25330:36571(+)
tail protein (CDS_0029)

head closure (CDS 0028)
CDS_0027 \ tail length tape measure protein (CDS_0030) transcriptional regulator (CDS_0033) CDS_0037

IMGVR_UViG_3300011836_000017|3300011836|Ga0122182_100001|351901-390059 23035:35940(+)

transcriptional regulator (CDS_0031)
Retron_ RT _Tot_1 (CDS_0033)
tail protein (CDS_0027) CDS_0028 CDS_0032 CDS_0036 CDS_0038

0 0 D—EED— H XK B KHOED

IMGVR_UViG_3300030516_000159|3300030516|Ga0268255_10000203|3-37985 21325:35203(+)

Retron_ RT_Tot_1 (CDS_0033)
CDS_0032

e 0 O KK < KD

IMGVR _UViG_3300027718_000162|3300027718|Ga0209795_10000039|56967-94325 21325:34579(+)
Retron_ RT Tot_1 (CDS_0020)

cDS. 0021 | CDS_0018 Old_exonuclease_Old_exonuclease (CDS_0016)
{5 0 HH— — H K CHHED
IMGVR_UViG_2667528008_000003|2667528008|2667601835[99540-135781 8465:22666(-)
CDS_0031 CDS_0033 CDS_0034 CDS_0036 CDS_0037 CDS_0038
e b O+ K @ KK . KTHOED

IMGVR_UViG_2731957805_000005|2731957805|2732012231|15853-52118 20855:35204(+)
CDS_0029 CDS_0030 DNA ligase (CDS_0033) CDS_0037

OO I O — X X A e

IMGVR_UViG_2929116821_000001|2929116821|2929116821|67641-102642 19525:32955(+)

} 5000 nt i

DNA, RNA and nucleotide metabolism connector integration and excision tail transcription regulation unknown function Defence



