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SRS022464 a1 ct7607 vsO1 22048:47605(+)
30 31 323334 35 36 37 3839

S-RSi49280_ai_-ct17284_v501 22540:44301(+)
29 30 31 32 33 34 35 36 37
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SRS077239_al_ct4634 _vsl 21974:44152(+)
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SRS014271_al ct7302 24071:43176(+) ' NN o
28 29 30 31 32 33 34
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MGV-GENOME-0311328 23396:42491(+)
28 29 30 31 32 38 39

MGV-GENOME-0309620 22333:36804(+)
28 29 30 31 32
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SAMEA2738158_b1 _ct2 22310:36781(+)

28 29 30 31 32 33
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SRS019607_al_ct26755_vs1 22287:40995(+)
23 27 29 30 3132 33 34
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SRS064774 a1l _ct11380 19237:40936(+)
CDS_0028
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IMGVR_UViG_7000000210_000056|7000000210|SRS024015_Baylor_scaffold_40924 22716:34450(+)
CDS_0026

T — —— P —
IMGVR_UViG_3300007648_000031|3300007648|Ga0105531_100292 21766:32063(+)
CDS_0027 CDS_0028

[ —
MGV-GENOME-0287798 22690:35877(+)
CDS_0028 CDS_0029

- — — -
IMGVR_UViG_3300008748_000021|3300008748|Ga0114085_100185 22439:35109(+)

CDS_0029
CDS_0028 CDS_0030
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IMGVR_UViG_3300008328_000006|3300008328|Ga0115314_1000138 21798:34206(+)
CDS_0029 CDS_0030 CDS_0038

" e m—— . E—— —
IMGVR_UViG_7000000058_000021|7000000058|SRS064774 _LANL scaffold_14259 19237:34506(+)
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