RecA filament binding protein Dinl (CDS_0026)
ReCT-like ssDNA annealing protein (CDS_0030)
tail fiber protein (CDS_0022) excisionase (CDS_0028)
central tail fiber J (CDS_0020) tail fiber assembly (CDS_0023) exonuclease (CDS_0031)
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IMGVR_UViG_2617271001_000001|2617271001|2617326459|6673-54541 15318:36588(+)

RecT-like ssDNA annealing protein (CDS_0028)
excisionase (CDS_0026)
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IMGVR_UViG_2600255210_000002|2600255210|2600305723|503-46013 15318:34230(+)

nicotinamide phosphoribosyl transferase (CDS_0029)
RecT-like ssDNA annealing protein (CDS_0033)
excisionase (CDS_0031)
24 25 26 27 28 30 [32 | exonuclease (CDS_0034)
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IMGVR_UViG_2609460348_000001|2609460348|2609566182 15318:41589(+)

nicotinamide phosphoribosyl transferase (CDS_0027)
RecT-like ssDNA annealing protein (CDS_0031)
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IMGVR_UViG_2531839378_000004|2531839378|2531892813|57045-104284 15318:36291(+)

nicotinamide phosphoribosyl transferase (CDS_0027)
ecT-like ssDNA annealing protein (CDS_0031)
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IMGVR_UViG_2531839376_000004|2531839376|2531892708|48790-96026 15318:35938(+)

nicotinamide phosphoribosyl transferase (CDS_0027)
ecT-like ssDNA annealing protein (CDS_0031)
integrase (CDS_0028)
‘ 30 |exonuclease VII (CDS_0032)
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IMGVR_UVIG_2636415944 000003|263641594412636489702|2826502-2874992 15318:37555(+)
CDS_0024 CDS_0025 exonuclease (CDS_0026)
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IMGVR_UViG_2600255226_000002|2600255226|2600308116|3-42783 15318:31500(+)

exonuclease (CDS_0023)
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IMGVR_UViG_2600255207_000001|2600255207|2600305288 13973:26073(+)
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IMGVR_UViG_2609460151_000001|2609460151|2609537427 15318:34282(+)

RecA filament binding protein Dinl (CDS_0027)
CDS_0025 CDS_0026 T exonuclease (CDS_0028)
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IMGVR_UViG_2600255191_000001|2600255191|2600302971 14994:31913(+)
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DNA, RNA and nucleotide metabolism integration and excision other tail transcriptionregulation unknown function



