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MGV-GENOME-0274953 15241:36731(+)

25 26 27 T29 30

MGV-GENOME-0264754 15241:34796(+)

25 26 27 28 29 30 31 33 34

Ma 2019 SRR413767 NODE_457. Iength 42023 _cov_ 12 886223 15241:37533(+)
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MGV-GENOME-0257718 15241:33568(+)
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o

MGV-GENOME-0283803 15306:38456(+)
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MGV GENOME 0272890 15241: 36351( )
DnaB-like replicative helicase (CDS_0030)
amidase (CDS_0028)
25 26 27 29 31 32
ivig 229 15241:31721(+)
transposase (CDS_0021) CDS_0027 CDS_0032

OTU_4346 13056: 23159( )

DNA transposition protein (CDS_0016)
anti-repressor Ant (CDS_0020) DnaB-like replicative helicase (CDS_0027)
ATPase (CDS_0015) 2122 23 24 25 26 28 29 30 31 32 33

,4
%

uvig_159614 10518:34394(+)
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