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Arthrobacter_phage_Lizalica 28255:36204(+)

CDS_0041 CDS_0043 CDS_0047 CDS_0049
Arthrobacter_phage Amyev 29831:39463(+)
CDS_0039 endonuclease (CDS_0045)
Arthrobacter_phage_Phives 29229:37956(+)
CDS_0036 endonuclease (CDS_0041)
Arthrobacter_phage_Tbone 28501:37328(+)
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Arthrobacter_phage_Adumb2043 27994:35801(+)
CDS_0042 CDS_0046

D YD ey HED{D {1

Arthrobacter_phage_Asal6 29545:37347(+)

D {0 —5
—

endonuclease VII (CDS_0044) CDS_0048 CDS_0049
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Arthrobacter_phage_Nitro 29365:38451(+)

endonuclease VII (CDS_0043)
Druantia_ll__DruM (CDS_0045)

D B 4 - . . —1OE

T

Arthrobacter_phage_Yang 28186:37098(+)
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DNA, RNA and nucleotide metabolism unknown function Defence



