
MGV-GENOME-0302408 17679:27349(+)

Retron_VI__HTH (CDS_0022)

CDS_0023
CDS_0024

CDS_0025
integrase (CDS_0026)

integrase (CDS_0027)
CDS_0028

CDS_0029
CDS_0030

CDS_0031

CDS_0032
CDS_0033

exonuclease (CDS_0034)

CDS_0035

MGV-GENOME-0296252 17287:24486(+)

CDS_0028 CDS_0029

SAMEA2580152_a1_ct95972_vs1 17270:27406(+)

integrase (CDS_0027) 28 29 30 31

MGV-GENOME-0308986 17700:26446(+)

integrase (CDS_0027)
CDS_0028

CDS_0029

SAMN11031395_a1_ct37200_vs1 16109:29940(+)

integrase (CDS_0023)
DNA methyltransferase (CDS_0024)

25

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0026)

27 28

IMGVR_UViG_2513237332_000002|2513237332|2513271293|8652-54905 17700:33681(+)

integrase (CDS_0027)
csa3_I_II_III_IV_V_VI_2 (CDS_0028)

29

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0030)

transposase (CDS_0031) 32

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0033)

34 35

MGV-GENOME-0299842 17034:32656(+)

integrase (CDS_0026)

lincosamide nucleotidyltransferase Lnu(C) (NF000141.1) (CDS_0027)

MADS__mad1 (CDS_0028)
29

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0030)

31
restriction endonuclease (CDS_0032)

33

IMGVR_UViG_3300029852_000373|3300029852|Ga0245291_100231|35097-82136 17700:33111(+)

integrase (CDS_0027)
transcriptional regulator (CDS_0028)

29

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0030)

31
restriction endonuclease (CDS_0032)

33

MGV-GENOME-0316192 17700:33098(+)

integrase (CDS_0027)

MADS__mad1 (CDS_0028)

Druantia_II__DruM (CDS_0029)
Druantia_II__DruM (CDS_0030)

31 32

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0033)

RloC__RloC (CDS_0034) 35 36

MGV-GENOME-0283852 16536:29025(+)

20 integrase (CDS_0025)
DNA methyltransferase (CDS_0026)

27

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0028)

RloC__RloC (CDS_0029) 30 31

6000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function Defence AMR


