
IMGVR_UViG_3300045988_100223|3300045988|Ga0495776_154107 1:12871(+)

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15

Norman_99_NODE_4_length_51801_cov_57.842384 51281:12272(+)

CDS_0004 CDS_0005
CDS_0006
anti-repressor (CDS_0007)

CDS_0008
CDS_0009

CDS_0011terminase small subunit (CDS_0069)

IMGVR_UViG_3300010259_000002|3300010259|Ga0129316_1000136 1459:13476(+)

CDS_0005
CDS_0007

CDS_0008
CDS_0010

CDS_0011
GTP-binding domain (CDS_0012)

CDS_0013 CDS_0018 CDS_0019

IMGVR_UViG_3300045988_040482|3300045988|Ga0495776_134354 1459:13721(+)

10 11 12 13 14

IMGVR_UViG_3300045988_017578|3300045988|Ga0495776_179524 1459:13088(+)

5 8
GTP-binding domain (CDS_0009)

10 11 12

TemPhD_cluster_46936 1459:12906(+)

CDS_0006
CDS_0007

CDS_0008
phosphoadenosine phosphosulfate reductase (CDS_0010)

CDS_0011
CDS_0012

CDS_0017

MGV-GENOME-0313113 1496:11801(+)

CDS_0004 CDS_0010
CDS_0011

CDS_0012

CDS_0013

MGV-GENOME-0313320 1496:11955(+)

CDS_0010

IMGVR_UViG_3300029376_000328|3300029376|Ga0243980_1000088|112164-166229 1496:12266(+)

CDS_0010 CDS_0011

MGV-GENOME-0333943 1496:12148(+)

CDS_0006 CDS_0010
CDS_0012

CDS_0013

MGV-GENOME-0318557 6412:12169(+)

CDS_0010 CDS_0012

IMGVR_UViG_3300028998_000001|3300028998|Ga0169656_100216 1:8797(+)

CDS_0008

IMGVR_UViG_3300045988_030031|3300045988|Ga0495776_186536 1:10597(+)

CDS_0008

MGV-GENOME-0312317 1:9816(+)

CDS_0003 CDS_0004 CDS_0005 CDS_0006

uvig_187592 1:11945(+)

CDS_0004
CDS_0005

CDS_0006 CDS_0010 CDS_0011

uvig_344319 1:12632(+)

CDS_0007 CDS_0014

uvig_514718 1:11133(+)

CDS_0007
CDS_0008 CDS_0011

MGV-GENOME-0313486 1497:10302(+)

head morphogenesis (CDS_0003)

CDS_0004
CDS_0006

CDS_0008

uvig_89374 1497:11118(+)

CDS_0008 CDS_0010

OTU_1066 49773:10883(+)

CDS_0008 CDS_0012

uvig_3488 1:11117(+)

CDS_0003 CDS_0004 CDS_0007
CDS_0009

CDS_0010

IMGVR_UViG_3300045988_028863|3300045988|Ga0495776_058387 1:11062(+)

CDS_0008 CDS_0009

MGV-GENOME-0312368 1:11233(+)

CDS_0009 CDS_0010

uvig_98153 1:11179(+)

CDS_0008phosphoadenosine phosphosulfate reductase (CDS_0009)

MGV-GENOME-0311343 1:11179(+)

CDS_0008 CDS_0009

MGV-GENOME-0339645 1:11180(+)

CDS_0008
CDS_0009

CDS_0010

MGV-GENOME-0312119 1:11227(+)

CDS_0005
CDS_0007

CDS_0008

SRS076976_a1_ct2852_vs1 1:11135(+)

CDS_0006phosphoadenosine phosphosulfate reductase (CDS_0007)

IMGVR_UViG_3300045988_071845|3300045988|Ga0495776_188012 1:11233(+)

CDS_0008 CDS_0009

MGV-GENOME-0279687 1:11231(+)

CDS_0008 CDS_0009

IMGVR_UViG_3300029770_000285|3300029770|Ga0168716_100122|80526-132147 1:11178(+)

CDS_0007 CDS_0008

MGV-GENOME-0312566 1:11180(+)

CDS_0008 CDS_0009

MGV-GENOME-0317780 1:11236(+)

CDS_0008 CDS_0009

MGV-GENOME-0311569 1:11025(+)

CDS_0006 CDS_0007

MGV-GENOME-0329777 1:11178(+)

CDS_0008 CDS_0009

MGV-GENOME-0311655 1:11096(+)

CDS_0006
CDS_0008

CDS_0009

MGV-GENOME-0348887 1:11100(+)

CDS_0007 CDS_0008

MGV-GENOME-0310595 1:11099(+)

CDS_0006
CDS_0008 CDS_0009

MGV-GENOME-0325400 1497:9094(+)

CDS_0003 CDS_0004 CDS_0005 CDS_0009 CDS_0012

IMGVR_UViG_3300029855_000290|3300029855|Ga0245295_1000165|66380-112798 1497:9732(+)

CDS_0003 CDS_0004 CDS_0005 CDS_0011 CDS_0012

MGV-GENOME-0313522 1:10384(+)

CDS_0003 head morphogenesis (CDS_0004) CDS_0005

5000 nt

head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


