
Norman_159_NODE_10_length_51005_cov_10.812463 42627:50457(+)

CDS_0055
CDS_0056

anti-repressor (CDS_0057)

CDS_0058
CDS_0059

DEDDh_I_II_III_IV_V_VI_1 (CDS_0060)

CDS_0061
CDS_0062

CDS_0063

pyrophosphatase (CDS_0064)

CDS_0065
CDS_0066

CDS_0067 CDS_0068 CDS_0069

uvig_89374 41388:50301(+)

Druantia_II__DruM (CDS_0055) CDS_0058
methyltransferase (CDS_0059)

CDS_0060 CDS_0062

IMGVR_UViG_3300029855_000290|3300029855|Ga0245295_1000165|66380-112798 38537:45871(+)

CDS_0051 CDS_0053

MGV-GENOME-0325400 40711:50076(+)

CDS_0052 CDS_0057
Druantia_II__DruM (CDS_0058)

CDS_0059
CDS_0060

CDS_0062 CDS_0063

MGV-GENOME-0313486 41439:50690(+)

CDS_0057 CDS_0060 CDS_0061

IMGVR_UViG_3300045988_012447|3300045988|Ga0495776_158141 40312:48570(+)

CDS_0058 CDS_0060 CDS_0062

MGV-GENOME-0313694 42908:50783(+)

CDS_0056 CDS_0062 CDS_0063

IMGVR_UViG_3300045988_044439|3300045988|Ga0495776_186379 43423:51334(+)

DNA methyltransferase (CDS_0057)
CDS_0058

MGV-GENOME-0311655 42024:49976(+)

CDS_0056
DNA methyltransferase (CDS_0058)

CDS_0059

IMGVR_UViG_3300045988_014736|3300045988|Ga0495776_149993 38211:45972(+)

DNA methyltransferase (CDS_0048)
CDS_0049

IMGVR_UViG_3300045988_024889|3300045988|Ga0495776_166790 42534:50290(+)

CDS_0058
DNA methyltransferase (CDS_0061)

CDS_0062

IMGVR_UViG_3300045988_028958|3300045988|Ga0495776_047332 41893:49325(+)

DNA methyltransferase (CDS_0055)
CDS_0056

MGV-GENOME-0348887 37381:45828(+)

CDS_0043
DNA methyltransferase (CDS_0048)

CDS_0049

MGV-GENOME-0314152 27775:35529(+)

DNA methyltransferase (CDS_0045)

MGV-GENOME-0313083 41686:49599(+)

CDS_0055
Druantia_II__DruM (CDS_0056)

IMGVR_UViG_3300029378_000320|3300029378|Ga0243978_1000083|2-59366 51259:58817(+)

DNA methyltransferase (CDS_0071)
CDS_0072

IMGVR_UViG_3300029376_000328|3300029376|Ga0243980_1000088|112164-166229 45959:53518(+)

DNA methyltransferase (CDS_0064)
CDS_0065

MGV-GENOME-0333943 40386:47980(+)

DNA methyltransferase (CDS_0056)
CDS_0057

IMGVR_UViG_3300045988_030031|3300045988|Ga0495776_186536 37313:45227(+)

DNA methyltransferase (CDS_0052)
CDS_0053

Norman_83_NODE_2_length_50543_cov_17.393975 41724:50124(+)

CDS_0057
CDS_0059

CDS_0060

OTU_1066 41277:49724(+)

DNA methyltransferase (CDS_0057)
CDS_0058 CDS_0059

IMGVR_UViG_3300045988_029477|3300045988|Ga0495776_144454 42083:50125(+)

Druantia_II__DruM (CDS_0059)
CDS_0060

IMGVR_UViG_3300045988_056996|3300045988|Ga0495776_150305 38345:46389(+)

CDS_0050
Druantia_II__DruM (CDS_0051)

CDS_0052

MGV-GENOME-0313571 42127:50727(+)

CDS_0059
Druantia_II__DruM (CDS_0060)

CDS_0061 CDS_0065

uvig_8130 41945:50156(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0055)
CDS_0056 methyltransferase (CDS_0058)

MGV-GENOME-0311569 38720:46750(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0049)

MGV-GENOME-0339645 37800:45834(+)

CDS_0050
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0051)

MGV-GENOME-0312566 39059:47093(+)

CDS_0052
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0053)

MGV-GENOME-0329777 37417:45119(+)

CDS_0048RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0049)

MGV-GENOME-0274096 31303:39969(+)

CDS_0036
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0041)

CDS_0042

IMGVR_UViG_3300045988_046701|3300045988|Ga0495776_008787 41850:49785(+)

CDS_0056

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0057)
CDS_0059

CDS_0060

IMGVR_UViG_3300029770_000285|3300029770|Ga0168716_100122|80526-132147 42883:50534(+)

CDS_0055
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0056)

CDS_0057

uvig_3488 41606:49973(+)

CDS_0055
Druantia_II__DruM (CDS_0056)

CDS_0057

IMGVR_UViG_3300045988_028863|3300045988|Ga0495776_058387 41607:49975(+)

Druantia_II__DruM (CDS_0055)
CDS_0056

IMGVR_UViG_3300045988_028901|3300045988|Ga0495776_159256 39225:47250(+)

CDS_0053
Druantia_II__DruM (CDS_0054)

MGV-GENOME-0279687 32856:41083(+)

Druantia_II__DruM (CDS_0046)
CDS_0047

IMGVR_UViG_3300045988_019253|3300045988|Ga0495776_058077 40587:49673(+)

CDS_0049 CDS_0055
Druantia_II__DruM (CDS_0056)

CDS_0057

MGV-GENOME-0358197 41943:49863(+)

CDS_0053
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0054)

CDS_0056

MGV-GENOME-0313522 43262:50706(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0056)

CDS_0058
CDS_0059

Shkoporov_2019_SRR9161505_NODE_205_length_48267_cov_26.772194 40629:47721(+)

CDS_0053

MGV-GENOME-0308237 41190:49292(+)

CDS_0054
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0055)

DNA polymerase exonuclease subunit (CDS_0056) CDS_0061

MGV-GENOME-0312803 42864:50966(+)

CDS_0061
CDS_0062

CDS_0063
CDS_0064

IMGVR_UViG_3300045988_042748|3300045988|Ga0495776_057878 42733:50567(+)

pyrophosphatase (CDS_0062) CDS_0063

uvig_52936 43418:50767(+)

CDS_0063

MGV-GENOME-0312317 43418:50767(+)

CDS_0063 CDS_0064

IMGVR_UViG_3300045988_055624|3300045988|Ga0495776_058043 43354:50726(+)

CDS_0063 CDS_0067

uvig_10788 25075:33684(+)

CDS_0039 CDS_0045

uvig_350941 42296:49239(+)

CDS_0057
CDS_0058 CDS_0059

uvig_344319 42294:49652(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0058) CDS_0059

uvig_187592 44181:50303(+)

CDS_0057
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0058)

IMGVR_UViG_3300045988_006361|3300045988|Ga0495776_163103 39389:45738(+)

CDS_0050
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0051)

TemPhD_cluster_46936 41611:49118(+)

CDS_0057 CDS_0060

Norman_99_NODE_4_length_51801_cov_57.842384 42232:49943(+)

CDS_0054
anti-repressor (CDS_0055)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0057)

CDS_0058 CDS_0060DNA methyltransferase (CDS_0061)

MGV-GENOME-4432799 48335:54839(+)

CDS_0063

IMGVR_UViG_3300045988_100223|3300045988|Ga0495776_154107 48335:54431(+)

CDS_0063

uvig_514718 39873:45968(+)

CDS_0055

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function Defence


