Staphylokinase (VF0021) (CDS_0022) DNA polymerase/primase (CDS_0039)

CHIPS (VF0424) (CDS_0024) Retron_VI_HTH (CDS_0033]
SCIN[VF0425) (CDS_0025) GroEL (VF0594) (CDS_0030) 35 spore coat protein (CDS_0046)
Eap/Map (VF0016) (CDS_0027) 36 DNA primase/helicase (CDS_0040) TSST-1(VF0022) (CDS_0049)
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DNA polymerase/primase (CDS_0037)
Retron_VI_HTH (CDS_OO31i

3;3 spore coat protein (CDS_0044)
GroEL (VF0594) (CDS_0028) 34 DNA primase/helicase (CDS_0038)
Eap/Map (VF0016) (CDS_0027) 29 30 32W35 36 ‘ 39 40 41 4243 | 4546
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DNA polymerase/primase (CDS_0036)
Retron_VI__HTH (CDS_0030)
DNA primase/helicase (CDS_0037)
GroEL (VF0594) (CDS_0027) 32 34 spore coat protein (CDS_0043)
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spore coat protein (CDS_0035)
DNA primase/helicase (CDS_0029)
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Eap/Map (VF0016) (CDS_0027)
CDsS_0028
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