
uvig_139749 19592:28395(+)

CDS_0029
CDS_0030

holin (CDS_0031)

CDS_0032
CDS_0033

CDS_0034

CDS_0035
CDS_0036

FbpABC (VF0272) (CDS_0037)

integrase (CDS_0038)

CDS_0039
CDS_0040

CDS_0041
CDS_0042

CDS_0043

CDS_0044
CDS_0045

MGV-GENOME-0281318 19592:25873(+)

CDS_0035

uvig_177978 19897:32286(+)

34 36 37 38
FbpABC (VF0272) (CDS_0039)

40

tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0041)

42 43 47

uvig_218806 19659:43386(+)

35 36
ABC transporter (CDS_0037)

38 39 40 41 42 43 44 45
RegX3 (VF0858) (CDS_0046)

4748

P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0049)

50

uvig_400906 19561:36468(+)

37 38 39
ABC transporter (CDS_0040)

41 42 43 44 45 46 47 48

uvig_163820 19298:27467(+)

2425 30
31

translation elongation factor (CDS_0032)

33 34 38

IMGVR_UViG_3300045988_056865|3300045988|Ga0495776_147585 19002:25390(+)

CDS_0030
CDS_0035

CDS_0036
CDS_0038

CDS_0039

IMGVR_UViG_3300045988_045772|3300045988|Ga0495776_007063 19531:25259(+)

CDS_0032 CDS_0033

SAMN09781719_a1_ct16299 19255:24895(+)

CDS_0034 CDS_0035

uvig_336091 18949:25379(+)

CDS_0033
CDS_0035

uvig_312169 19130:25637(+)

CDS_0033

uvig_145044 18935:24983(+)

CDS_0033

MGV-GENOME-0354069 19299:25403(+)

CDS_0034

uvig_250952 19094:24482(+)

CDS_0033

uvig_497573 36437:39057(+)

CDS_0058

IMGVR_UViG_3300045988_032700|3300045988|Ga0495776_165848 19092:25696(+)

CDS_0033 CDS_0039

uvig_83836 18153:25694(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034
CDS_0039

CDS_0040
CDS_0042

MGV-GENOME-0340533 18153:24983(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0319484 19804:26537(+)

CDS_0037 CDS_0038

SAMN11893763_a1_ct36100 19692:26594(+)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0270356 19848:26720(+)

CDS_0038
CDS_0039

CDS_0040

MGV-GENOME-0318672 19848:26648(+)

CDS_0038
CDS_0039

CDS_0040

MGV-GENOME-0266757 18820:26127(+)

CDS_0026
CDS_0032

CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_3300045988_059939|3300045988|Ga0495776_149061 19507:27729(+)

36 37
38

39 40 41

uvig_366478 18385:24587(+)

CDS_0031 CDS_0035

SAMN05827131_a1_ct13115_vs1 19523:30047(+)

36 37 38 39 40
ABC transporter (CDS_0041)

translation elongation factor (CDS_0042)

43 44

uvig_566727 19789:28915(+)

35 36 37
translation elongation factor (CDS_0038)

39 40 45

SAMEA1906523_a1_ct154479_vs1 19848:29229(+)

38 39 40
translation elongation factor (CDS_0041)

42 43

SAMEA1906422_b1_ct2_vs3 19764:29093(+)

35 36 37
translation elongation factor (CDS_0038)

39 40

uvig_23879 19777:26912(+)

CDS_0035
CDS_0036

CDS_0037 CDS_0041

MGV-GENOME-0270946 19777:26737(+)

CDS_0035
CDS_0036

CDS_0037

uvig_369235 19607:26763(+)

CDS_0036
CDS_0037

CDS_0038

IMGVR_UViG_3300045988_039580|3300045988|Ga0495776_005679 19607:26180(+)

CDS_0036 CDS_0037

IMGVR_UViG_3300045988_071863|3300045988|Ga0495776_171414 19523:26627(+)

CDS_0036
CDS_0037

CDS_0038

uvig_89989 18177:25679(+)

CDS_0030
CDS_0031

CDS_0032

uvig_591444 19910:26669(+)

CDS_0033 CDS_0034

MGV-GENOME-0317342 19889:26511(+)

CDS_0032
CDS_0033

CDS_0034 CDS_0039

IMGVR_UViG_3300045988_053115|3300045988|Ga0495776_151910 19548:26376(+)

CDS_0035
CDS_0036

integrase (CDS_0037)

MGV-GENOME-0317918 19752:27114(+)

CDS_0035
CDS_0036

CDS_0037 CDS_0042
CDS_0044

CDS_0045

MGV-GENOME-0313156 19665:25808(+)

CDS_0035
CDS_0036

integrase (CDS_0037)

CDS_0039 CDS_0042

IMGVR_UViG_3300045988_044228|3300045988|Ga0495776_155990 20723:26587(+)

CDS_0039

uvig_515284 19950:26634(+)

CDS_0038
CDS_0039

CDS_0040

uvig_565658 19796:32400(+)

36 37
38

39 40 41
translation elongation factor (CDS_0042)

43 44 48

uvig_289525 19599:29317(+)

35 36
translation elongation factor (CDS_0037)

38 39

uvig_1011 19665:37857(+)

35
36

37 38 39 40
ABC transporter (CDS_0041)

42 43 44 45 46 integrase (CDS_0047)

uvig_304426 19566:30326(+)

36 37 38
ABC transporter (CDS_0039)

40 41 42 48

uvig_185083 19548:43533(+)

35 36 37 38
ABC transporter (CDS_0039)

40 41
ABC transporter (VF0818) (CDS_0042)

43

tetracycline efflux ABC transporter Tet(46) subunit B (NF000475.1) (CDS_0044)

45 46 47 48
translation elongation factor (CDS_0049)

50 51 integrase (CDS_0052)

uvig_491707_ 19870:39142(+)

37 38 39 40
ABC transporter (CDS_0041)

42 43 44 45 46
translation elongation factor (CDS_0047)

48 49 integrase (CDS_0050)

uvig_170559 19507:40137(+)

36 37 38
39

40 41 42 43 44
dehydrogenase (CDS_0045)

46 47 48 49 50 51 52 53 54 55 56

9000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Virulence AMR


