Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0051) endonuclease (CDS_0059)

CDS_0053 CDS_0058
CDS_0054 | DNAhelicase (CDS_0060)
exonuclease (CDS_0050) DNA polymerase (CDS?0052)\ EDS;OOSS DNA helicase (CDS_0056) CDS_0057 \ CDS_0061 DNA methyltransferase (CDS_0062)
uvig 312169 28454:40157(+)
CDS_0047 CDS_0052
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IMGVR_UViG_3300029220_000239|3300029220|Ga0168707_100110[11480-50408 26401:38450(+)

CDS_0059
CDS_0054 CDS_0060
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IMGVR_UViG_3300029219_000011|3300029219|Ga0168709_100246 29272:40964(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0021)

CDS_0018 DNA helicase (CDS_0020)
CDS_0013 DNA helicase (CDS_0019) CDS_0027

uvig 497573 5185:17387(+)

CDS_0051 CDS_0056
MGV-GENOME-0302602 27652:37794(+)

CDS_0039
MGV-GENOME-0253771 22527:32634(+)

CDS_0050 CDS_0052
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IMGVR_UViG_3300029841_000250|3300029841|Ga0245272_100475|36602-75096 26411:36412(+)

CDS_0055
uvig 145044 27913:38356(+)
CDS_0056

uvig 546917 28569:38912(+)

DNA helicase (CDS_0058) nucleoside triphosphate pyrophosphohydrolase (CDS_0059)
uvig 591760 28394:39916(+)

DNA helicase (CDS_0054) nucleoside triphosphate pyrophosphohydrolase (CDS_0055)

uvig 594536 27860:39326(+)

DNA helicase (CDS_0053) CDS_0054
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MGV-GENOME-0311084 26809:38377(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0056) DNA methyltransferase (CDS_0062)
DNA helicase (CDS_0055) DNA methyltransferase (CDS_0061) CDS_0001
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uvig 366079 27651:1230(+)
} 5000 nt i

DNA, RNA and nucleotide metabolism head and packaging other unknown function



