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21 tail fiber protein (CDS_0023) 25 26 28 29 30 31 32 34 \ 36 3738 exonuclease (CDS_0040) 414243 4445 46 47 48

IMGVR_UViG_2939091723_000003|2939091723]2939091723|2828857-2879435 16639:38244(+)

integrase (CDS_0027)
CDS_0026 exonuclease (CDS_0028)

—
TemPhD_cluster 41702 16640:29446(+)
RecT-like ssDNA annealing protein (CDS_0034)

excisionase (CDS_0028)
integrase (CDS_0027)
26 \29@ 31 3233 35 40

—
TemPhD_cluster_59847 16640:34160(+)

RecT-like ssDNA annealing protein (CDS_0034)

excisionase (CDS_0028)
baseplate wedge subunit (CDS_0020) integrase (CDS_0027)
T tail fiber protein (CDS_0023) 26 \ 29 30 31 3233 exonuclease (CDS_0035) 37 38 CllI-like transcriptional activator (CDS_0043)

—
TemPhD_cluster_32190 15973:33568(+)

integrase (CDS_0027) exonuclease (CDS_0029)
CDS_0026 [ cDs.0028 ]

—
TemPhD_cluster_25521 16640:30551(+)
26 27 28 29 exonuclease (CDS_0030) 36

—
TemPhD_cluster_49510 16640:30324(+)

integrase (CDS_0027)
CDS_0026 exonuclease (CDS_0028)

—
TemPhD_cluster_36288 16640:29729(+)
RecT-like ssDNA annealing protein (CDS_0034)

excisionase (CDS_0028)
integrase (C DS'0027)
25 26 | 293031 3233 exonuclease (CDS_0035) 39

—
TemPhD_cluster_35398 16249:31718(+)

RecT-like ssDNA annealing protein (CDS_0033)
excisionase (CDS_0030)
25 26 28 29 31 32 \ exonuclease (CDS_0034) 40 transcriptional regulator (CDS_0041)

—
TemPhD_cluster 27120 16596:33582(+)

RecT-like ssDNA annealing protein (CDS_0029)
DarTG__DarG (CDS_0024) 27 28T 30 exonuclease (CDS_0031) 37 38

—
TemPhD_cluster_48565 16593:33611(+)

RecT-like ssDNA annealing protein (CDS_0034)
PD-Lambda-5__PD-Lambda-5_B (CDS_0032)

tail assembly chaperone (CDS_0026) excisionase (CDS_0029)
tail fiber protein (CDS_0025) integrase (CDS_0028)
19 DarTG_DarG (CDS_0024) | 27 | 3031 33 exonuclease (CDS_0035)

8
|

—
TemPhD_cluster_48045 15559:34975(+)

tail assembly chaperone (CDS_0026)
tail fiber protein (CDS_0025)
DarTG__DarG (CDS_0024) \ 27 28 exonuclease (CDS_0029)
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TemPhD_cluster_19750 15559:30996(+)
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