50
40 47 49 52 57 59
383941 4243 44 45 46 |48]|5153545556] 58] 60 61

IMGVR_UViG_3300029468_000183|3300029468|Ga0244207_100210|3-62547 30422:44458(+)

CDS_0046 CDS_0049
CD5_0047
CDS_0048

EBPO— - DEEHEEDH -G D

MGV-GENOME-0331730 30422:41922(+)

CDS_0047
CDS_0046
[ |cps_ o048

O/ - VE-GHE-AKEKCHD

SAMEA2737728_b1_ct98_vs2 30423:42313(+)

CDS 0047
CDS_0046
| |cbs_0048

O/ -DE-GAE-EAAKD

IMGVR_UViG_3300029136_000258|3300029136|Ga0168747_100051[13789-74298 30423:42423(+)

HAD-superfamily hydrolase (CDS_0052)
49 50 51 T53 54 55 56 57 58 5960 6162 63 6465 66 67 68 69 70 71 72 73 74 79

uvig 236850 30423:68792(+)

CDS_0036 CDS_0039
CDS_0031 CDS_0038
T cDs_0032 CDS.0037 |  CDS.0041

uvig 298670 25294:36571(+)
k 10000 nt 1

other unknown function



