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IMGVR_UViG_2588253906_000008|2588253906|2588288528|3-49553 12753:34231(+)

tail fiber protein (CDS_0022)

DarTG__DarG (CDS_0023)
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TemPhD_cluster_50986 11905:23339(+)

DNA circularization (CDS_0017)
CDS_0021

tail fiber protein (CDS_0023)
CDS_0024

CDS_0025

IMGVR_UViG_2558860441_000012|2558860441|2558889476|42865-88317 12767:29861(+)
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transcriptional repressor (CDS_0030)

TemPhD_cluster_60756 12767:26855(+)
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IMGVR_UViG_2600255190_000002|2600255190|2600302748 13245:26073(+)

tail fiber protein (CDS_0023)

CDS_0024
CDS_0025

CDS_0026

IMGVR_UViG_2600255180_000003|2600255180|2600300866|398065-449563 12753:36179(+)

short tail fiber protein (CDS_0022)
Flagella (VF0685) (CDS_0023)

transcriptional repressor (CDS_0024)

DNA primase (CDS_0025)
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transcriptional repressor (CDS_0028)

excisionase and transcriptional regulator (CDS_0029)
polarity suppression Psu-like by overcoming Rho (CDS_0030)
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polarity suppression Psu-like by overcoming Rho (CDS_0032)
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