FtsK/SpolllE-like protein (CDS_0035) anti—represso@t (CDS_0054)
excisionase (CDS_0025) 30 3T2 37 39 42 52 DNA helicase (CDS_0056)
26 27 28 29] 31 33 34 36 [38] 40 41[43444546 47 4849 50 51 ] 53 |55 57

X AKX

IMGVR_UViG_3300029194_000171|3300029194|Ga0168692_100002|2-67056 22201:57301(+)

FtsK/SpolllE-like protein (CDS_0035)

32 37 39
31 33 34 36 [38] 40 41 42
DX KKK KK

IMGVR_UViG_3300029675_000287|3300029675|Ga0245254_100169(2-61406 22347:51094(+)

RM_Type_IV_Type_IV_REases__Type_IV_01 (CDS_0051)

FtsK/SpolllE-like protein (CDS_0035) Druantia_ll__DruM (CDS_0049)
32 3739 41 46
31 33 34 36 [38] 40 424344 45 74748 50 5253 54 55 56
WA KKK KX

IMGVR_UViG_3300029744_000206|3300029744|Ga0245161_100307 22213:60966(+)
Paris_I_AriA_AAA15__AriA_AAA15_ali (CDS_0042)

FtsK/SpolllE-like protein (CDS_0035) RM_Type_IV_Type_IV_REases__Type_IV_01 (CDS_0046)
32 37 39 Druantia_ll__DruM (CDS_0044)
31 33 34 36 [38] 40 41 | 43 45 | 47 48 49 50
IMGVR_UViG_3300029501_000098|3300029501|Ga0244796_100004|362131-430029 22201:58145(+)
FtsK/SpolllE-like protein (CDS_0034)
31 36 38
24 28 30 32 33 35 [37] 39 40 414243 44 4546

IMGVR_UViG_3300029872_000289|3300029872|Ga0245317_100025[204907-268078 21945:53159(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0050)
Paris_|_AriA_AAA15__AriA_AAA15_ali (CDS_0047)

FtsK/SpolllE-like protein (CDS_0036) RM_Type_IV_Type_IV_REases__Type_IV_01 (CDS_0052)
33 38 40 DNA methyltransferase (CDS_0049)
31 32 34 35 37 [39] 41 42434445 46 | 48 [ | 51 | 53 54 55 56
WK DO MK KKK KKK )

IMGVR_UViG_3300014783_000176|3300014783|Ga0134390_100113[1-70692 22204:60971(+)

Lamassu-Fam__LmuA_effector_Cap4_nuclease_ll (CDS_0031)
RM_Type_IV__Type_IV_REases__Type_IV_01(CDS_0036)
Paris_|_AriA_AAA15__AriA_AAA15_ali (CDS_0032)
Druantia_ll__DruM (CDS_0034)
29 30 | 33 35 | 3738 39 40 41

DWED

— — —
IMGVR_UViG_3300029393_000281|3300029393|Ga0243986_1000275(18407-77791 21800:49074(+)

Lamassu-Fam__ LmuA _effector_Cap4_nuclease_ll (CDS_0030)
RM_Type_IV__Type_IV_REases__Type_IV_01(CDS_0035)
Paris_I_AriA_AAA15__AriA_AAA15_ali (CDS_0031)
Druantia_ll__DruM (CDS_0033)
29 | 32 34 | 3637 38 39 40

DWED

— — —
IMGVR_UViG_3300029384_000293|3300029384|Ga0243983_1000242|19361-78624 21800:48953(+)

Lamassu-Fam_ LmuA _effector_Cap4_nuclease_ll (CDS_0036)
RM_Type_IV_Type_IV_REases__Type_IV_01 (CDS_0042)
Paris_I_AriA_AAA15__AriA_AAA15_ ali (CDS_0037)
32 Druantia_ll__DruM (CDS_0039)
27 31 33 34 35 | 38 40 41 | 43 44 45 46

DK KKK K

— —
IMGVR_UViG_3300029751_000184|3300029751|Ga0168701_100087|11385-73489 21915:52352(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0043)
RM_Type_II_Type_lI_MTases_Type_II_MTgses_FAM_O (CDS_0040)
& MutT/NUDIX hydrdlase (CDS_0042)
32 34 35 36 37 3839 | 41| 44 45

K (WO H- O EEEETT T HODOPETTD)

IMGVR_UViG_3300029123_000237|3300029123|Ga0168800_100140[12365-73063 22623:50947(+)

glycopeptide resistance transcriptional rggulator VanU (NFO00090.1) (CDS_0043)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0040)

32 MutT/NUDIX hydrolase (CDS_0042)
31 33 34 35 36 37 3839 | 41[| 44 45
WEDX KK WEEET O -G @ H-DIEDEED)

IMGVR_UViG_3300029036_000205|3300029036|Ga0169607_1000008|94826-157232 22348:52394(+)
k 10000 nt 1
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