Cll-like regulator (CDS_0045)
CDS_0044

P-like helicase loader (CDS_0047)

transcriptional regulator (CDS_0053)

O )

TemPhD_cluster_35259 32152:38829(+)

CDS_0048 DNA methyltransferase (CDS_0051)
CDS_0043 DnabD-like helicase loader (CDS_0046) CDS_0049 (CDS_0050 CDS_0052 membrane-flanked domain (CDS_0054)
DnaD-like helicase loader (CDS_0046) CDS_0052

dH O !

TemPhD_cluster_59295 33596:40021(+)

Kil protein for bacterial septation inhibition (CDS_0034)
Gam anti-RecBCD (APIS092) (CDS_0033)
CDS_0036
DS_0035 CDS_0037

replication initiation O-like (CDS_0041)

) ) ) = )
TemPhD_cluster_24327 29033:37210(+)
ParA-like partition protein (CDS_0041)
CDS_0040 CDS_0042 replication initiation O-like (CDS_0045)

—1< e [ O 1 ), D ) ) ) O )
TemPhD_cluster_35163 31544:39766(+)

CDS_0041 CDS_0042 DnaD-like helicase loader (CDS_0046) CDS_0049 anti-repressor (CDS_0054)
X K — [ T ) L ) o 1 )
TemPhD_cluster_59709 30901:39535(+)
transcriptional repressor (CDS_0039)

protease (CDS_0041) CDS_0045
CDS_0042 CDS 0044 | CDS 0046

CH A ] ) % ) I R B ) e — )

TemPhD_cluster_29198 30841:38535(+)
' 3000 nt {

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other

transcription regulation unknown function Anti-defence



