CDS_0169 CDS_0175 CDS_0178

CDS.0168 |CDS 0170 CDS0171  helicase (CDS 0172) CDs_0173 CDs 0174 CDS 0176CDS 0177 | CDS 0179
¢ X K < } — T b I

IMGVR_UVIG_3300029722_000001|3300029722|Ga0245188 100048 134564:142711(+)
CDS 0156

C KKK K < H D D D, B |
0

IMGVR_UViG_3300045988_126071|3300045988|Ga0495776_110575 135298:143433(+)
CDS_0170

C KK K < — )

MGV-GENOME-0375289 137026:145191(+)

CDS_0090

KX K ~ — T

MGV-GENOME-0358355 80091:87645(+)

CDS_0092

KK K B — OO

MGV-GENOME-0364333 88141:95572(+)

helicase (CDS_0167) CDS_0169

¢ C KX K = @O )
uvig_548350 139073:148223(+)

CDS_0095 transposase (CDS_0097) CDS_0098
KK K = HO— ) I )
MGV-GENOME-0358492 78465:87920(+)

CDS_0089 CDS_0090
XK ( H — O o }
MGV-GENOME-0355231 76652:84248(+)

CDS_0097 CDS_0103

K K = I O O

uvig 59673 79188:89031(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism integration and excision other unknown function



