
uvig_279260 23282:33508(+)

27

HP-NAP (VF0052) (CDS_0028)

29 3031

DNA methyltransferase (CDS_0032)

pyrophosphatase (CDS_0033)
34 35 36 37 38 39 40

replication initiation protein (CDS_0041)
4243

RecE-like recombination exonuclease (CDS_0044)

45 46

IMGVR_UViG_3300007222_000398|3300007222|Ga0104061_100156|77270-113173 22790:33082(+)

DNA methyltransferase (CDS_0034)
35 36 37 38 39

replication initiation protein (CDS_0040)
41 45 47

IMGVR_UViG_3300045988_153087|3300045988|Ga0495776_015739 21309:32006(+)

30

DNA methyltransferase (CDS_0031)

32 33
cysH_IV-B_1 (CDS_0034)

35 36 37 38 42 43

IMGVR_UViG_3300045988_147618|3300045988|Ga0495776_003517 21321:31958(+)

31
DNA methyltransferase (CDS_0032)

33 34 35 36 37
replication initiation protein (CDS_0038)

39 40 41

IMGVR_UViG_3300029552_000019|3300029552|Ga0245113_100572 21353:30857(+)

31 32 33 34 35 36 42 43

MGV-GENOME-0239241 21353:31163(+)

31 32 33 34 35 DNA methyltransferase (CDS_0036)

IMGVR_UViG_3300045988_157835|3300045988|Ga0495776_018216 21353:33194(+)

31 32 33 34 35 36 37 38 39 40 41 42 43 44 47

IMGVR_UViG_3300045988_139348|3300045988|Ga0495776_002752 20745:31394(+)

24 29 30 31 32 33 34 35 36 37

IMGVR_UViG_3300029780_000024|3300029780|Ga0243204_1000560 21305:32307(+)

30 31
radical SAM domain protein (CDS_0032)

33 34 35 36 37 39 40 42 43

IMGVR_UViG_3300030320_000111|3300030320|Ga0244994_101233 21358:31907(+)

30 31 32 33 34 35

SAMN00792116_b1_ct7_vs2 21401:33105(+)

31 32 33
radical SAM domain protein (CDS_0034)

35 36 37

IMGVR_UViG_3300045988_143950|3300045988|Ga0495776_063070 21352:31410(+)

30
DNA methyltransferase (CDS_0031)

32 33 34 35 36 41 42

4000 nt
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