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MGV-GENOME-0188255 7201:24407(+)

toxin-antitoxin system HicB-like (CDS_0025)
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Hoc-like head decoration (CDS_0015) 16 17 | 20 22 23| | 2728
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MGV-GENOME-0168043 7212:20818(+)

pyrophosphatase (CDS_0019)
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MGV-GENOME-0163474 7219:20724(+)
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pyrophosphatase (CDS_0020)
16 17 | 19 ] 21 22

MGV-GENOME-0202907 7212:19484(+)

pyrophosphatase (CDS_0019)
DNA methylase (CDS_0016) 17 18 20 21

MGV-GENOME-0149230 7194:18837(+)

pyrophosphatase (CDS_0019)
RT_II-FAM_III-B_2(CDS_0016) 17 18| 20 2122

MGV-GENOME-0163446 7214:20718(+)

pyrophosphatase (CDS_0018)
DNA methyltransferase (CDS_0016) 17 | 19 2021

MGV-GENOME-0154398 7219:19513(+)

CDS_ 0017  CDS.0019
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MGV-GENOME-0143893 7212:18178(+)
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MGV-GENOME-0163197 7194:20684(+)
RT_II-AM_III-B_2 (CDS_0017)

CDS_0016 CDS_0018

MGV-GENOME-0151972 7193:19196(+)
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