ribonucleoside reductase class I (CDS_0033)

CDS_0024 HTH DNA binding protein (CDS_0030) restriction enzyme | (CDS_0037)
CDS_0026 CDS_002§ CDS_0032 CDS_0035 sigma-K factor (CDS_0039)
CDS_0025 CDS_0027 CDS_0028 €DS_0031 CDS_0034 ribonucleotide reductase (CDS_0036) DS_0038
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O A AKX K

IMGVR_UViG_2802429053_000002|2802429053|2802439492|39010-92473 19267:27012(+)
CDsS_0021 CDS_0023CDS_0024 CDS_0027 CDS_0029 CDS_0032 CDS_0033
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IMGVR_UVIG_2799113074_000002|2799113074|2799244687|153112-207840 17752:27378(+)
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