queuine tRNA-ribosyltransferase (CDS_0014)
CDS_0015 CDS_0019
CDS_0013 CDS_0016 CDS_0017 CDS_0018| endolysin (CDS_0020)
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Station178_SUR_ALL_assembly_NODE_6818_length_13360_cov_7.822022 10303:13145(+)
CDS_0005 CDS_0004 CDS_0002 CDS_0001

Station188_DCM_ALL assembly NODE_6723_length_12273_cov_18.324358 2: 1969( )
CDS_0007 CDS_0004 CDS_0003 CDS_0002 CDS_0001

Station209_SUR_ALL_assembly NODE_6932_length_13587_cov_15.516036 1:3246(-)
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Station189_MES_ALL assembly NODE_6989 length_13571 cov_58.524637 1:3267(-)

DISARM_2_ drmMII (CDS_0026)
CDS_0023 CDS_0024 CDS_0025

Station206_MES_ALL _assembly NODE_3656_length_22398 cov_25.722598 18962:22278(+)

HNH endonuclease (CDS_0025)
SspBCDE__SspD (CDS_0020) 21 22 23 DISARM_2_drmMII (CDS_0024)

i

Station175_ZZZ ALL assembly NODE_3487 length_15812 cov_26.987625 11049:15810(+)
14 17 18 19 20 DNA methyltransferase (CDS_0021)

Station201_SUR_ALL_assembly_ NODE_5365_length_12893_cov_36.911824 9746:12891(+)

CDS_0020
CDS_0017 CDS_0018 CDS_0019

Station205_MES_ALL_assembly NODE_5391 length_12533_cov_58.509697 9746:12531(+)

17 18 19 20 21
I ————— ———

Station205_SUR_ALL assembly_ NODE 3579 length_13140_cov_18.260604 9789:13140(+)
CDS_0004 CDS_0003 CDS_0002 CDS 0001

Station201_DCM_ALL_assembly_NODE_6054_length_12692_cov_58.494738 28:2947(-)

1000 nt 1

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other unknown function Defence
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