DNA polymerase (CDS_0011)

CDS_0008
portal protein (CDS_0002) CDS_0005 CDS 0007 CDS_.0010 CDS_0013
terminase large subunit (CDS_0001) CDS_0003 CDS_0004 | CDS 0006 | |CDS 0009 | DNA primase (CDS_0012) | CDS_0014

IMGVR_UViG_3300013996_000002|3300013996|Ga0121080_100002|265759-301380 1:11099(+)

queuine tRNA-ribosyltransferase (CDS_0007)

\ ) XK K KK K aa
IMGVR_UViG_3300011463_000008|3300011463|Ga0121024_100032|3306-37832 1:11113(+)
CDS 0005
\ ) X KO XX KK K aa
IMGVR_UViG_3300011589_000029|3300011589|Ga0122234_100002|116894-152609 1:10242(+)
CDS_0003 CDS_0006 CDS_0009
\ ) X__ K K KK o

IMGVR_UViG_3300012279_000021|3300012279|Ga0121731_100003|330394-366342 1:9905(+)

PD-Lambda-5__ PD-Lambda-5_B (CDS_0005) CDS_0011 CDS_0012

| ) X K A KK KKK |

IMGVR_UViG_3300014013_000017|3300014013|Ga0121627_100014(54385-91216 1:10437(+)

CDS_0006
CDS_0003 'CDS_0007
) H— FHE  HK K &

IMGVR_UViG_3300011156 000030[3300011156|Ga0122773_100002|136275-171404 1:9591(+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0004) CDS_0010

CDS_0006 CDS_0008
CDS_0003 CDS_0007 CDS_0012

) I X FECEEC KK d

IMGVR_UViG_3300011761_000010|3300011761|Ga0122196_100002|429267-464997 1:12181(+)

CDS_0006 CDS_0008

CDS_0003 CDS_0007
IMGVR_UViG_3300013923 000003|3300013923|Ga0121222_100003]422918-455734 1:12105(+)
CDS_0003 CDS_0006
IMGVR _UViG_3300011656_000011|3300011656|Ga0122216_100003|240616-277178 1:9846(+)
CDS_0009
CDS_0003 CDS_0007 CDS_0010

! ! | X A KK d

IMGVR_UViG_3300011783_000041|3300011783|Ga0121540_100002|275486-314113 1:12142(+)

CDS_0008
CDS_0004 CDS_0006] CDS_0009 CDS_0016
IMGVR_UViG 3300014012 000002|3300014012|Ga0121155_100035 1:11662(+)
CDS_0007
CDS_0005 | CDS_0008
IMGVR_UViG_3300011513 _000003|3300011513]|Ga0121324_10144 1:11609(+)
CDS_0004 CDS_0008 CDS_0009

| ! N K—EE @@@&EC KK -

IMGVR_UViG_3300011163_000027|3300011163|Ga0122764_100029|2873-39313 1:11290(+)

CDS 0006  CDS 0008
CDS_0003  |CDS_0007]

| ! CCAGCEEK K K

IMGVR_UViG_3300011850_000028|3300011850|Ga0120829_100007(178197-211929 1:10597(+)

CDS_0003 CDS_0008 CDS_0009
IMGVR_UViG_3300014072_000024|3300014072|Ga0121528_100002|291164-328246 1:13133(+)
CDS_0002 CDS_0004 CDS_0008 CDS_0009

IMGVR_UViG_3300013983_000002|3300013983|Ga0121132_10011]96118-131564 1:10979(+)

CDS_0007
CDS_0008 CDS_0011
CDS_0005 |CDs_ 0009 |

| ) — O KEEACKKK &

IMGVR_UViG_3300011518_000005|3300011518]Ga0120806_100005|25732-60208 1:10120(+)

CDS_0003  CDS_0004 DNA methyltransferase (CDS_0006)
IMGVR_UViG_3300011638_000002|3300011638|Ga0121237_100129 1:10842(+)

CDS_0003 CDS_0004 CDS_0008
IMGVR_UViG_3300014664_000020|3300014664|Ga0120793_100005[419051-453267 1:11504(+)

CDS_0008
CDS_0010
CDS_0003 CDS_0004 CDS 0007  CDS 0009 CDS 0012
IMGVR_UViG_3300014705_000062|3300014705/Ga0121490_100007|55491-92579 1:13798(+)
CDS_0005
CDS_0003 CDS_0004 CDS_0006

IMGVR_UViG_3300027640_000009|3300027640|Ga0209347_1001429 1:9076(+)

} 5000 nt i

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence



