HTH DNA binding protein (CDS_0017)
transcriptional regﬁzﬁor (CDS_0015)

CDS_0019 DNA polymerase (CDS_0025)
CDS_0014 CDS_0021 UmuD-like protein (CDS_0024) tail protein (CDS_0027) tail length tape measure protein (CDS_0029)
| CDS_0016/CDS_0018 CDS_0020 CDS_0022CDS_0023 | CDS_0026 \ CDS_0028 \
IMGVR_UViG_3300011589_000029|3300011589|Ga0122234_100002|116894-152609 10318:21362(+)
CDS_0021 O-antigen acetylase (CDS_0026)
IMGVR _UViG_3300011783_000041|3300011783|Ga0121540_100002|275486-314113 12217:25018(+)
CDS_0018 CDS_0021

CDS_0019 CDS_0022CDS_0023
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IMGVR_UViG_3300012279_000021|3300012279]/Ga0121731_100003|330394-366342 9981:21567(+)
CDS_0022 CDS_0024

U (O GO O I I CH D~ X

IMGVR _UViG 3300014013 000017|3300014013|Ga0121627_100014|54385-91216 11871:23536(+)
CDS_0012 CDS_0017CDS_0018

Gdc-Ed 00— aH < )

IMGVR_UViG_3300011156_000030|3300011156|Ga0122773_100002|136275-171404 9588:18054(+)

CDS_0021
CDS_0022 CDS_0023 CDS_0025

IMGVR_UViG_3300013983_000002|3300013983|Ga0121132_10011[96118-131564 10605:20744(+)
CDS_0020 CDS_0022
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IMGVR_UViG_3300011518_000005|3300011518|Ga0120806_100005[25732-60208 9746:19871(+)

CDS_0022 CDS_0023 CDS_0027

da-CdH O ODE—CH DA K |

IMGVR_UViG_3300013996_000002|3300013996|Ga0121080_100002[265759-301380 11175:21564(+)
CDS_0022CDS_0023 CDS_0027 tail protein (CDS_0030) CDS_0031
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IMGVR_UViG_3300011463_000008|3300011463|Ga0121024_100032[3306-37832 11189:21577(+)

CDS_0023 CDS_0026
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IMGVR_UViG_3300011513_000003|3300011513|Ga0121324_10144 11238:18832(+)

CDS_0019
IMGVR_UViG_3300011638_000002|3300011638|Ga0121237_100129 10918:19087(+)
CDS_0023

IMGVR_UViG_3300014072_000024|3300014072|Ga0121528_100002|291164-328246 1275%:20806(+)
CDS_0021 CDS_0022 CDS_0023
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IMGVR_UViG_3300011850_000028|3300011850|Ga0120829_100007|178197-211929 10226:17831(+)

CDS_0022
CDS_0023

IMGVR_UViG_3300014012_000002|3300014012|Ga0121155_100035 11291:18198(+)

CDS_0022
CDS_0020 CDS_0023
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IMGVR_UViG_3300011898_000031|3300011898|Ga0120956_100028|54187-88451 10437:17689(+)

CDS_0023 CDS_0024
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IMGVR_UViG_3300011761_000010|3300011761|Ga0122196_100002|429267-464997 12257:19788(+)

CDS_0021
CDS_0022
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IMGVR_UViG_3300011719_000011|3300011719|Ga0122803_100003|575517-609223 9614:17257(+)
CDS_0021 CDS_0023
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IMGVR_UViG_3300014705_000062|3300014705|Ga0121490_100007|55491-92579 13427:20101(+)

HTH DNA binding protein (CDS_0019)
CDS_0020
CDS_0014 CDS 0021

K

IMGVR_UViG_3300013923_000003|3300013923|Ga0121222_100003|422918-455734 11636:19848(+)

CDS_0020
CDS_0017 CDS_0018 CDS_0021
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IMGVR_UViG_3300014664_000020|3300014664|Ga0120793_100005[419051-453267 11268:19355(+)

CDS_0018
CDS_0019 CDS_0022
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IMGVR_UViG_3300011656_000011|3300011656|Ga0122216_100003|240616-277178 9610:18749(+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function



