
IMGVR_UViG_2558309053_000004|2558309053|2558315283|6182560-6220179 16807:27174(+)

CDS_0021
CDS_0022

CDS_0023

tail protein (CDS_0024)

CDS_0025

Stb (VF0954) (CDS_0026)

CupA fimbriae (VF0924) (CDS_0027)

CDS_0028
CDS_0029

unknown function (CDS_0030)
CDS_0031

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_2558309066_000004|2558309066|2558315312|6182560-6219003 16807:25998(+)

CDS_0026

IMGVR_UViG_2579778766_000005|2579778766|2579811773|18933-58205 16797:29203(+)

PD-T7-4__PD-T7-4 (CDS_0023)

tail fiber assembly protein (CDS_0028)
DNA methyltransferase (CDS_0029)

30 31 32

IMGVR_UViG_2645727626_000003|2645727626|2645740250 16338:27676(+)

tail fiber assembly protein (CDS_0026)
CDS_0027

CDS_0028

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0029)

CDS_0034
CDS_0036

IMGVR_UViG_2648501304_000004|2648501304|2648518943|72364-109095 16338:26803(+)

tail fiber assembly protein (CDS_0026)
CDS_0027

CDS_0028

IMGVR_UViG_2579778545_000006|2579778545|2579783537|664376-701752 16338:27263(+)

tail fiber assembly protein (CDS_0026)
CDS_0027

CDS_0028
CDS_0029

CDS_0032
Mu Gam-like end protection (CDS_0033)

IMGVR_UViG_2684622643_000004|2684622643|2684637034|2439546-2478997 16803:27736(+)

tail fiber assembly protein (CDS_0028)
DNA methyltransferase (CDS_0029)

CDS_0030

IMGVR_UViG_2718218240_000006|2718218240|2718228864|5487851-5525227 16803:27259(+)

tail fiber assembly protein (CDS_0027)
DNA methyltransferase (CDS_0028)

CDS_0029

IMGVR_UViG_2775506784_000006|2775506784|2775516262|4791177-4830033 16803:28739(+)

tail fiber assembly protein (CDS_0027)
DNA methyltransferase (CDS_0028)

CDS_0029 CDS_0030

IMGVR_UViG_2850959999_000005|2850959999|2850959999|3623757-3661190 15715:27090(+)

20 25 26
DNA methyltransferase (CDS_0027)

28 29 35

IMGVR_UViG_2627853942_000005|2627853942|2627901689|3048288-3093870 16803:35465(+)

tail fiber assembly protein (CDS_0027)

DNA methyltransferase (CDS_0028)
29 30 31 32 33

ParA-like partition protein (CDS_0034)

35 36 37 38

IMGVR_UViG_2617271249_000005|2617271249|2617358682|1-53807 16803:43689(+)

tail fiber assembly protein (CDS_0027)
DNA methyltransferase (CDS_0028)

RecE-like recombination exonuclease (CDS_0029)
RecT-like ssDNA annealing protein (CDS_0030)

31 32

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0033)

34

PD-Lambda-5__PD-Lambda-5_B (CDS_0035)

36 37
PD-T7-4__PD-T7-4 (CDS_0038)

39 40 41 42 43
44

45

excisionase (CDS_0046)

47 48 49

IMGVR_UViG_2556921653_000004|2556921653|2556980978|115218-151385 16022:26839(+)

CDS_0027
CDS_0028

CDS_0029
CDS_0032

CDS_0036 CDS_0037

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence

Virulence


